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A bootstrap unrooted phylogeny of the crustin sequences aligned by Muscle and translated by ExXPASy.
The phylogeny was inferred using the Maximum Likelihood method and Whelan and Goldman model
through MEGA X. The bootstrap consensus tree was inferred from 1000 replicates and branches
corresponding to partitions reproduced in less than 50% bootstrap replicates are collapsed.
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A bootstrap unrooted phylogeny of the crustin sequences WAP domain
translated by ExPASy. The phylogeny was inferred using the Maximum

aligned by Muscle and
Likelihood method and

Whelan and Goldman model through MEGA X. The bootstrap consensus tree was inferred from 1000
replicates and branches corresponding to partitions reproduced in less than 50% bootstrap replicates

are collapsed.
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A bootstrap unrooted phylogeny of the crustin sequences from shrimp species aligned by Muscle and
translated by ExXPASy. The phylogeny was inferred using the Maximum Likelihood method and
Whelan and Goldman model through MEGA X. The bootstrap consensus tree was inferred from 1000
replicates and branches corresponding to partitions reproduced in less than 50% bootstrap replicates
are collapsed.
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A bootstrap unrooted phylogeny of the crustin sequences from non-shrimp species aligned by Muscle
and translated by EXPASy. The phylogeny was inferred using the Maximum Likelihood method and
Whelan and Goldman model through MEGA X. The bootstrap consensus tree was inferred from 1000
replicates and branches corresponding to partitions reproduced in less than 50% bootstrap replicates
are collapsed.
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A bootstrap unrooted phylogeny of the crustin sequences from the infraorder Anomura aligned by
Muscle and translated by ExPASy. The phylogeny was inferred using the Maximum Likelihood
method and Whelan and Goldman model through MEGA X. The bootstrap consensus tree was inferred
from 1000 replicates and branches corresponding to partitions reproduced in less than 50% bootstrap
replicates are collapsed.
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Carcinus maenas TRINITY DN82498 c1 g1 i4 (Type 1)

75 [— Chionoecetes opilio TRINITY DN46099 c0 g4 i4 (Type 1)

.

l—— Hyas coarctatus TRINITY DN95098 c0 g1 i1 (Type 1)

Soylla osain TRINITY DN146860 c0 g1 i2 (Type 1)

Soylla § osain TRINITY DN158045 c0 g1 i1 (Type 1)

Charybdis feriatus TRINITY DN43367 c0 g2 i1 (Type 1)

66

Calli sapidus TRINITY DN69990 c3 g1 i1 (Type 1)

—75: Portunus sanguinolentus TRINITY DN83132 c0 g2 i3 (Type 1)
Portunus sanguinolentus TRINITY DN85631 c1 g1i7 (Type 1)

—|— Portunus trituberculatus TRINITY DN91404 c0 g1 i1 (Type 1)
% 1s TRINITY DN96513 c1 g3 i1 (Type 1)

Portunus fri

Hyas araneus TRINITY DN19931 c0 g1i1 (Type 2)

Carcinus maenas TRINITY DN64856 c0 g1 i (Type 1)

Homarus 1s TR19014|c0 g1 i1 (Type 1)

100 I— Hyas araneus TRINITY DN36792 c0 g1 i1 (Type 3)

| E— Hyas coarctatus TRINITY DN86301 c1 g1 i2 (Type 3)

Scylla olivacea TRINITY DN86377 ¢5 g1 i1 (Type 3)

99

s TRINITY DN66808 c0 g1 i2 (Type 3)

Portunus trif
—ss|— Portunus frituberculatus TRINITY DN68770 c0 g1 i2 (Type 3)
63 us TRINITY DN77554 c0 g1 i2 (Type 2)

Portunus tri

Scylla p 10sain TRINITY DN147370 c0 g1 i2 (Type 2)

73

Scylla olivacea TRINITY DN78500 c0 g2 i1 (Type 2)

Cancer iroratus TRINITY DN45463 c0 g1 i2 (Type 1)

100 l— Dyspanopeus sayi TRINITY DN116297 c0 g1 i1 (Type 2)

I— Hyas coarctatus TRINITY DN62019 c0 g1 i1 (Type 2)
Hyas coarctatus TRINITY DN80121 c0 g1 i1 (Type 1)

Uca borealis TRINITY DN5524 c0 g1 i1 (Type 1)

Eriocheir sinensis TRINITY DN74454 c2 g1 i1 (Type 1)
{ Helice tientsinensis TRINITY DN18133 c0 g1 i1 (Type 1)
74 Helice tientsinensis TRINITY DN26017 c0 g1 i1 (Type 1)

99 1 Chionoecetes opilio TRINITY DN69969 c0 g1i1 (Type 2)

I— Hyas coarctatus TRINITY DN124780 c0 g1 i1 (Type 2)

I— Hyas araneus TRINITY DN22322 c0 g1 i2 (Type 2)

A bootstrap unrooted phylogeny of the crustin sequences from the infraorder Brachyura aligned by
Muscle and translated by ExXPASy. The phylogeny was inferred using the Maximum Likelihood
method and Whelan and Goldman model through MEGA X. The bootstrap consensus tree was inferred
from 1000 replicates and branches corresponding to partitions reproduced in less than 50% bootstrap

replicates are collapsed.

86 I— Hyas coarctatus TRINITY DN61234 c0 g1 i1 (Type 2)

7




S39

S3.10

88 E mon carinicauda TRINITY DN58240 c0 g1 i1 (Type 1)
& |— Macrobrachium olfersii TRINITY DN22413 c0 g1 i1 (Type 1)

65 l———————————— Paratya australiensis TRINITY DN56799 c0 g2 i1 (Type 1)
I E non carinicauda TRINITY DN14018 c0 g1 i1 (Type 1) A
* 100 E) non carinicauda TRINITY DN97789 c0 g1 i1 (Type 1)
Macrobrachium olfersii TRINITY DN28684 c0 g1 i1 (Type 1)
¢ Paratya australiensis TRINITY DN48809 c0 g1 i1 (Type 1)
Paratya australiensis TRINITY DN51075 ¢0 g1 i1 (Type 3)
E ini TRINITY DN56318 c1 g1 i3 (Type 3)
9
- olfersii TRINITY DN29860 c0 g1 i1 (Type 3) B
o A ium nipp TRINITY DN50406 c9 g1 i4 (Type 3)
9 I A ium nipp TRINITY DN50956 c8 g1 i1 (Type 3)
82 A ium olfersii TRINITY DN22778 c0 g1 i1 (Type 1)
s A ium nipp TRINITY DN39081 c0 g1 i1 (Type 2)

; Macrobrachium olfersii TRINITY DN28296 c0 g1 i1 (Type 2)

E inicauda TRINITY DN55735 c0 g2 i2 (Type 2)

TRINITY DN51006 0 g1 i2 (Type 2)

83

TRINITY DN50873 ¢3 g3 i1 (Type 2)

93

TRINITY DN50873 ¢3 g3 i15 (Type 2)

Pandalus borealis p6820 c0 seq1 (Type 1)

ium nipp TRINITY DN44478 ¢1 g1 i1 (Type 2)
Macr jum olfersii TRINITY DN29886 c3 g1 i1 (Type 1)
Mact ium nip TRINITY DN49697 ¢5 g2 i2 (Type 2)
Macr jum olfersii TRINITY DN29886 c3 g2 i1 (Type 2)

A bootstrap unrooted phylogeny of the crustin sequences from the infraorder Caridea aligned by
Muscle and translated by ExPASy. The phylogeny was inferred using the Maximum Likelihood
method and Whelan and Goldman model through MEGA X. The bootstrap consensus tree was inferred
from 1000 replicates and branches corresponding to partitions reproduced in less than 50% bootstrap
replicates are collapsed.

] I_ Marsupenaeus japonicus TRINITY DN14311 ¢8 g1i1 (Type 3)

; Penaeus monodon TRINITY DN43050 c0 g1 i2 (Type 3)

Penaeus monodon TRINITY DN44742 c2 g2 i1 (Type 2)

I— Litopenasus vannamei TRINITY DN24231 c2 g1 i1 (Type 2)

100 ; Penaeus monodon TRINITY DN53338 c0 g2 i2 (Type 2)

Marsup japonicus TRINITY DN10804 c5 g1 i1 (Type 1)

= 4(7 Litopenasus vannamei TRINITY DN1588 cD g1 i1 (Type 1)

e Marsup jap is TRINITY DN11851 &1 g1 i1 (Type 1)

L]

I_ Penaeus monodon TRINITY DN37T822 c0 g1 i1 (Type 2)

100 ; Penaeus monodon TRINITY DN38305 c0 g1 i1 (Type 2)

I— Litopenasus vannamei TRINITY DN24267 c2 g1 i1 (Type 2)

100 I— Penaeus monodon TRINITY DN47282 c0 g1i1 (Type 2)

Penaeus monodon TRINITY DN51203 c0 g1 i1 (Type 2)

Litop us vannamei TRINITY DN24088 b g5 i1 (Type 1)
- { Penaeus monodon TRINITY DNS0330 c0 g2 i2 (Type 2)
100 Penaeus monodon TRINITY DN5S0330 c0 g3 i5 (Type 1)

Marsupenaeus japonicus TRINITY DN12564 c0 g1i3 (Type 2)

Penaeus monodon TRINITY DN43510 c0 g1 i5 (Type 2)

= { Penaeus monodon TRINITY DNS5588 c1 g2 i1 (Type 2)
& Penaeus monodon TRINITY DNS5711 ¢1 g1 i14 (Type 2)

A bootstrap unrooted phylogeny of the crustin sequences from the infraorder Dendrobranchiata aligned
by Muscle and translated by ExXPASy. The phylogeny was inferred using the Maximum Likelihood
method and Whelan and Goldman model through MEGA X. The bootstrap consensus tree was inferred
from 1000 replicates and branches corresponding to partitions reproduced in less than 50% bootstrap
replicates are collapsed.



