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ABSTRACT
Type 1 (CB1) and Type 2 (CB2) Cannabinoid receptors form heteromers with unique
pharmacology compared to CB1 or CB2 alone. We wanted to determine if the Tango βarrestin2 luc reporter assay could measure heteromer-dependant allosteric modulation of
β-arrestin2 recruitment to CB1 and CB2 following non-selective agonism with CP 55,940
and antagonism using AM251 or AM630. We determined that the Tango assay could
detect allostery between CB1 and CB2, but the sensitivity of this assay depended on the
transfection reagent being used. CP 55,940 agonism in cells expressing CB1 and CB2
resulted in ~25% less β-arrestin2 recruitment to both CB1 and CB2, and these differences
were dependant on receptor stoichiometry. Antagonism of CB1 or CB2 increased CP
55,940-induced β-arrestin2 recruitment to the heteromer partner. Thus, the CB1/CB2
heteromer negatively modulates β-arrestin2 recruitment following non-selective agonism,
and positively modulates β-arrestin2 recruitment following antagonism with AM251 or
AM630.
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CHAPTER 1: INTRODUCTION
1.1 G-Protein Coupled Receptors
G-Protein Coupled Receptors (GPCR) are a superfamily of plasma-membrane
bound proteins named for their interactions with heterotrimeric guanine triphosphate
(GTP)-binding proteins (G-proteins). There are 6 Classes of GPCR that are differentiated
by structure and function: 1) Class A - rhodopsin-like receptors, 2) Class B -secretin
family receptors, 3) Class C- metabotropic glutamate receptors, 4) Class D - fungal
mating pheromone receptors, 5) Class E – cyclic adenosine monophosphate (cAMP)
receptors, and 6) Class F-frizzled and smoothened receptors (Lee et al., 2018). Of these
six Classes, the Class A GPCRs represent the largest and most diverse group (Pierce et
al. 2002). GPCRs are key targets for pharmacotherapy in the mammalian body due in
part to their widespread distribution, vital roles in cellular and physiological function, and
extracellular ligand binding region (Hopkins and Groom 2002; Sriram and Insel 2018).
Class A GPCRs have a common structure composed of seven plasma membraneembedded α-helical transmembrane domains (7TM), three outer membrane loops, three
inner membrane loops, an extracellular amino terminus (N-terminus), and an intracellular
carboxy terminus (C-terminus). The 7TM domain forms a ligand binding pocket. Ligand
binding transduces extracellular stimuli (neurotransmitters; hormones; chemo-attractants;
odorants; and exogenous biological or synthetic compounds) into interactions with
intracellular proteins including heterotrimeric G-proteins (composed of Gα and Gβγ
subunits), β-arrestins, and kinases (Gilman 1987; Iiri et al. 1998; Gurevich and Gurevich
2019).
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1.1.1 GPCR Signaling
Agonist binding to GPCRs initiates a conformational change involving outward
movement of transmembrane regions V and VI. This conformation favors an active
receptor state and opens the GPCR to interact with other intracellular proteins to facilitate
signal transduction (Farrens et al. 1996). In this form, GPCRs act as guanine nucleotide
exchange factors for their cognate G-protein partners (Sorkin and Zastrow 2002) and
exchange guanine diphosphate (GDP) for guanine triphosphate (GTP) on the Gα subunit
of the G-protein. Of note, agonist binding is not always necessary to cause receptor
activation, and constitutively active GPCR are not uncommon (Seifert and WenzelSeifert 2002)
GPCR are so-named for their interaction with G-protein partners. G-proteins are
heterotrimeric signal transduction proteins, composed of Gα and Gβγ subunits, which are
divided into four families with distinct signaling patterns. G-proteins are classified by the
actions of the Gα subunit: Gαs, Gαi, Gαq, and Gα12 (Wettschureck and Offermanns
2005; Syrovatkina et al. 2016; Liu et al. 2019) (Fig. 1.1). Gαs are stimulatory G-proteins
and Gαi are inhibitory; their activation stimulates or inhibits adenylyl cyclase (AC),
respectively, which in turn promotes or inhibits the conversion of intracellular adenosine
triphosphate into cAMP (Masters et al. 1989; Taussig et al. 1993). Gαq dissociation leads
to activation of Phospholipase C-β (PLC-β) (Harden et al. 2011), and the Gα12 subunit
interacts with a variety of proteins such as Btk-family of tyrosine kinases (Suzuki et al.
2009). GPCR activation results in the dissociation of the heterotrimer from the active
GPCR (Fig. 1.1). Once freed, the free Gβγ complex separates from the Gα subunit and
interacts with G-protein coupled receptor kinases (GRKs) to act as an independent
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signalling molecule (Eishingdrelo and Kongsamut 2013; Syrovatkina et al. 2016).
Specifically, Gβγ guides GRKs to the plasma membrane to phosphorylate the C-terminal
tail of the active GPCR, priming the receptor for desensitization and internalization by βarrestin molecules (Haga and Haga 1992; Gurevich and Gurevich 2019).
β-arrestin molecules are the primary proteins responsible for stopping G-proteindependant signaling cascades (Gurevich and Gurevich 2019). There are four types of
arrestin molecules, two are expressed exclusively in the rods and cones of the eye and are
known as visual arrestins, and the remaining two, β-arrestin1 and β-arrestin2, are
ubiquitously expressed (Noor et al. 2011). GRKs act as the signaling molecule to initiate
β-arrestin mobilization to the C-terminal of the GPCR. β-arrestin competes with Gproteins for intracellular binding to guide the GPCR into clathrin-coated pits destined for
internalisation. Their binding creates a steric hinderance for new G-protein binding and
prevents new G-protein binding and signal transduction (Lefkowitz and Whalen 2004).
In addition, arrestins recruit enzymes such as phosphodiesterase (PDE) which degrade
any remaining second messengers created by G-protein signalling (Perry et al. 2002).
Both β-arrestin1 and 2 interact with Class A GPCR to regulate signaling and
internalization (Kohout et al. 2001; Pierce and Lefkowitz 2001) (Fig. 1.1). Recent
research has revealed that GRKs can phosphorylate the C-terminal tails of GPCR in
different ways, and the specific pattern of GRK-dependant phosphorylation affects the
way in which β-arrestin1/2 interacts with the GPCR (Yang et al. 2017). In addition to
receptor desensitization and internalization, β-arrestin1/2 act as G-protein-independent
signal transducers. For example, chemical inhibition of the clathrin-mediated
endocytosis of chemokine receptors leads to a reduction in phosphorylation and signaling
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through the extracellular regulated kinase (ERK 1/2) pathway (García Lopez et al. 2009).
Likewise, β-arrestin1/2-mediated GPCR endocytosis has been linked to activation of the
c-Jun N-terminal Kinase3 (JNK3) and Tyrosine kinases, the PI3-Akt pathway, and the
regulation of transcription factors such as NF-κB (Luttrell et al. 1997; Ahn et al. 2004;
Lefkowitz and Shenoy 2005) (Fig. 1.1).
The balance of G-protein dependant and independent signaling is heavily
influenced by ligand type, and the presence of different proteins (Ferré and Franco 2010;
Seyedabadi et al. 2019). Testing the effect of different drugs which target the same
receptor has led researchers to better understand the relative ligand-dependant signaling
profiles. Moreover, these unique signaling profiles may lead to different physiological
significance, and may be exploited to create or choose certain drugs which minimize
undesirable side effects (Wisler et al. 2018). For example, it has been proposed that
creating μ-opioid receptor agonists which cause preferential signaling through G-proteins
and away from β-arrestins, may allow for analgesic actions while reducing harmful side
effects such as respiratory depression and drug tolerance (Mafi et al. 2020). In a similar
way, GPCRs can form complexes with other receptors of the same, or different types to
modulate their pharmacology. The coupling of two receptors of the same type is called a
homomer, while the coupling of two distinct GPCR types is called a heteromer (Ferré and
Franco 2010).
1.1.2

Class A GCPR Heteromers

Class A GPCR can interact with one another to form receptor complexes called
homomers, or heteromers. Heteromers may be composed of two individual receptors
(monomers) or of two homomers, making a higher-order oligomer (Franco et al. 2016).
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A heteromer is a protein complex made up of at least two receptor partners (protomers)
which may exhibit allosteric interactions to display unique biochemical properties
relative to the protomers alone (Gomes et al. 2016a). While Class C GPCR, such as the
GABAB receptor, have long been known to act as obligate heteromers (White et al.
1998), Class A heteromerization is considered a dynamic state which is influenced by the
cellular and chemical environment (Franco et al. 2016; Gomes et al. 2016b).
The phenomenon of receptor-receptor allostery in Class A GPCR was first
proposed in 1983 but was not linked to the occurrence of heteromers for over a decade
through co-immuno-precipitation and western blotting experiments with opioid receptors
(Fuxe et al. 1983; Jordan and Devi 1999; Gomes et al. 2000). The advent of biophysical
methods to detect heteromers such as fluorescence (FRET) and bioluminescence
resonance energy transfer (BRET) have since led to significant breakthroughs in the field
of heteromer research. This technology relies on the transient expression of fluorescent
and luminescent protein-linked receptors which emit a fluorescent signal when the
receptors are in complex (El Khamlichi et al., 2019). While heterologous detection of
heteromers adds the benefit of control, research into heterologous expression systems
may not correspond to patterns observed in vivo, and advancements in
immunofluorescence methods such as in situ proximity ligation assay (PLA) now allow
for identification of heteromers in native tissues (Trifilieff et al. 2011). By combining
transient transfection in heterologous systems, and antibody-based detection of
heteromers in vivo, researchers can first determine the conditions and effects of specific
heteromer formation, regions where they are likely to form, and better understand their
biological significance (Fuxe et al. 1983; Ayoub and Pfleger 2010; Gomes et al. 2016b).
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Heteromer formation affects nearly every aspect of GPCR function including
biosynthesis, trafficking, ligand binding, signal transduction, arrestin recruitment and
receptor internalization (Jordan and Devi 1999; Margeta-Mitrovic et al. 2000; Rozenfeld
and Devi 2007; Franco et al. 2016; Gomes et al. 2016b; Liu et al. 2016; Bagher et al.
2017). These allosteric protein-protein interactions can lead to preferential signaling
through one receptor partner, or the adoption of an entirely new signaling pathway (Fig.
1.2). Heteromer-dependant signaling paradigms have been linked to interactions with
different G-protein partners and changes in β-arrestin-dependant interactions (Fig. 1.3)
(White et al. 1998; Lavoie et al. 2002; Albizu et al. 2010; Bagher 2017; Gao et al. 2018).
Heteromer signaling is complex, and agonism of one, or both receptors in complex may
yield very different outcomes (Vischer et al. 2011). On the other hand, antagonism of
one protomer of the heteromer may block (cross antagonism) or potentiate the activation
of the partner receptor (Fig. 1.2/1.3) (Parenty et al. 2008; Haack and McCarty 2011;
Bagher et al. 2017; Gao et al. 2018).
The discovery of heteromers in neuronal and non-neuronal cells important to
central nervous system (CNS) pathology - including psychosis, Parkinson’s Disease,
Alzheimer’s Disease, and Huntington’s Disease – has led researchers to better understand
their biological significance (Canals et al. 2003; Bagher et al. 2017; Borroto-Escuela et
al. 2017; Gaitonde and González-Maeso 2017; Navarro et al. 2018a). Further research is
still needed to determine instances where GPCR heteromers are beneficial or deleterious,
and if they represent viable therapeutic targets.
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1.2 The Endocannabinoid System
The Endocannabinoid system (ECS) is ubiquitously expressed peripherally and
centrally in the mammalian body (Marzo et al. 2004). The physiological and
neurochemical effects of the ECS occur primarily through the actions of the cannabinoid
1 (CB1) and cannabinoid 2 (CB2) receptors via the endogenous ligands, endocannabinoids
(eCBs) N-arachidonoylethanolamide (Anandamide or AEA) and 2-arachidonoylglycerol
(2-AG) (Devane et al. 1992; Sugiura et al. 1995; Stella et al. 1997), and the enzymes that
synthesize and degrade these ligands. The ECS plays vital roles in major biological
process including memory, learning, motor activity, emesis, nociception, and immune
function (Barrie and Manolios, 2017; Kruk-Slomka et al., 2017; Pandey et al., 2009;
Sharkey et al., 2014; El Manira & Kyriakatos, 2010). Endocannabinoid signaling and
alterations in receptor expression have been implicated in the pathology of
neurodegenerative illnesses such as Alzheimer’s and Huntington’s Disease, which has
prompted research into the ECS as a potential therapeutic target for CNS disorders (Di
Marzo 2008; Bari et al. 2013; Navarro et al. 2016; Kendall and Yudowski 2017;
Schurman and Lichtman 2017).
1.2.1 Signaling via the Endocannabinoid System
CB1 and CB2 receptors are Class A GPCRs that share 44% overall amino acid
identity (Munro et al. 1993). The amino acid identity between CB1 and CB2 increases to
68% within the transmembrane helices that include the hydrophobic ligand binding
pocket (Lutz 2002; McAllister et al. 2003; Hua et al. 2017; Li et al. 2019). CB1 and CB2
both couple and signal through Gαi leading to the inhibition of AC and prevention of
cAMP accumulation (Howlett 2002; Pertwee et al. 2010; Castillo et al. 2012).
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Cannabinoid receptors undergo rapid desensitization and internalization following
agonist binding, which is primarily mediated by the actions of β-arrestin2 (Jin et al. 1999;
van der Lee et al. 2009; Chen et al. 2014).
ECS signaling is unique compared to most receptor-neurotransmitter signalling
systems. While most classical neurotransmitters and neuropeptides remain stored in
vesicles until release following depolarization, AEA and 2-AG are synthesized “ondemand” by the enzymes N-acyl phosphatidylethanolamine-phospholipase D (NAPEPLD) and diacylglycerol lipase (DAGL), respectively. More specifically, depolarization
of post-synaptic axons results in an increase in intracellular [Ca2+], prompting the
synthesis of endocannabinoids from plasma membrane-bound lipid precursors (Fig. 1.4)
(Fonseca et al. 2013). Release of endocannabinoids results primarily in retrograde
neurotransmission, diffusing across the synaptic cleft to target pre-synaptic cannabinoid
receptors (Cadas et al. 1996; Stella et al. 1997; Howlett 2002; Di Marzo 2006).
Endocannabinoids are highly lipophilic, allowing them to enter the lipophilic ligand
binding pocket of cannabinoid receptors which is embedded within the plasma membrane
region (Howlett 2002; Pertwee et al. 2010; Castillo et al. 2012; Fowler 2013; Hua et al.
2016; Hua et al. 2017; Li et al. 2019). Upon binding to cannabinoid receptors, both
endocannabinoids have been reported to display different properties. Generally speaking,
AEA is a partial agonist of cannabinoid receptors with higher affinity for CB1 (Ki≈89nM)
relative to CB2 (Ki≈371nM), while 2-AG is a full agonist with roughly equal affinity for
both CB1 (Ki≈58.3nM) and CB2 (Ki≈145nM) at both receptors (Pertwee et al. 2010;
Pertwee 2015). While these general statements are commonly noted, it is important to
remember that these characteristics are relative to the ligands they are being compared to,
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as well as the signaling parameters being tested (Ibsen et al. 2017). AEA and 2-AG
signaling is, in part, regulated by enzymatic degradation through fatty-acid amide
hydrolase (FAAH) and monoacylglycerol lipase (MAGL), respectively (Cravatt et al.
1996; Dinh et al. 2002; Bari et al. 2006). In addition to endocannabinoids, CB1 and CB2
are activated by other groups of natural (phytocannabinoids) and synthetic cannabinoid
ligands. Early research into the phytocannabinoid Δ9-Tetrohydracannabinol (THC)
derived from the plant Cannabis sativa was integral to the discovery of the ECS
(Matsuda et al. 1990). THC is a partial agonist for CB1 (Ki≈40.7 nM) and CB2 (≈36.4
nM) receptors (Pertwee 1999; Howlett 2002; Pertwee 2005; Pertwee et al. 2010; Paronis
et al. 2012). The synthetic non-selective agonist CP 55,940 has become the predominate
reference ligand in cannabinoid research due to its maximal efficacy at both CB1 (Ki≈0.58
nM) and CB2 (Ki≈0.69 nM) receptors (Showalter et al. 1996; Pertwee 2006; Pertwee et
al. 2010). On the other hand, synthetic ligands such as ACEA and HU308 act as potent
and selective agonists for CB1 (Ki>1400-fold CB1>CB2) and CB2 (Ki>500-fold
CB2>CB1), respectively (Pertwee 1999; Hanuš et al. 1999; Hillard et al. 1999). Inverse
agonists such as AM251 and AM630 which are selective for CB1 (Ki≈7.49 nM; 306-fold
selectivity CB1>CB2) and CB2 (Ki≈31.2 nM; 165-fold selectivity CB2>CB1), respectively,
allow researchers to further isolate specific actions of CB1 and CB2 in endogenous and
heterologous expression systems (Pertwee et al. 1995; Ross et al. 1999; de Oliveira
Alvares et al. 2006; Murphy and Le Foll 2020).
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1.2.2 CB1 and CB2 Distribution and Actions in the CNS
CB1 is the most abundant receptor in the CNS with high densities in the
hippocampus, cerebellum, cortex, and basal ganglia (Herkenham et al. 1991; Glass et al.
1997; Mato et al. 2003). CB2 is expressed in the CNS at lower levels relative to CB1, but
CB2 mRNA and protein immunoreactivity has been isolated in the brainstem, globus
pallidus, cortex, striatum, hippocampus, amygdala, brainstem, cerebellum and ventral
tegmental area (VTA) (Van Sickle 2005; Viscomi et al. 2009; García‐Gutiérrez et al.
2012; Navarrete et al. 2012; Stempel et al. 2016; Chen et al. 2017). In neurons, CB1 and
CB2 receptors are expressed on both pre- and postsynaptic neurons, although CB1 is
commonly located presynaptically, whereas CB2 is more common on post-synaptic
neurons. (Szabo et al. 2002; Lovinger 2008; Sierra et al. 2015; Albayram et al. 2016;
Sánchez-Zavaleta et al. 2018). CB1 and CB2 receptor activation in neurons has been
linked to the modulation of glutamatergic, GABAergic, dopaminergic, cholinergic,
noradrenergic, and serotonergic neurotransmission (Wallmichrath and Szabo 2002;
Tzavara et al. 2003; Lau and Schloss 2008; Hoffman et al. 2010; Kirilly et al. 2013). In
non-neuronal cells of the CNS, CB1 and CB2 expression in microglia function to regulate
the brains innate immune system (Mecha et al. 2016). Agonism of CB1 and CB2 in
microglia may dampen the chronic pro-inflammatory response to neurological insult by
inhibiting the production of inducible nitric oxide (iNOS) and pro-inflammatory
cytokines such as TNF-α and IL-6 (Waksman et al. 1999; Ramírez et al. 2005; Navarro et
al. 2018a).
Changes in cannabinoid receptor mRNA and protein expression have been
measured during neurological disease and targeting cannabinoid receptors during certain
neuropathological states may infer therapeutic benefit (Blázquez et al., 2011; Facchinetti
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et al., 2003; Fernández-Ruiz et al., 2011; Palazuelos et al., 2009; Ramírez et al., 2005;
Tanveer et al., 2012; Van Laere et al., 2012). In Huntington’s disease (HD), neuronal
loss of CB1 receptor mRNA and protein expression in the basal ganglia is considered an
early hallmark of disease pathology, occurring before symptomatic onset (DenovanWright and Robertson 2000; Blázquez et al. 2011). Selective agonism of CB1 receptors
in a cell culture model of HD lead to a significant upregulation in CB1 mRNA expression,
and improved cell viability (Laprairie et al. 2013). In Alzheimer’s disease (AD), chronic
pro-inflammatory activation (M1) of microglia leads to neuronal deterioration (Ramírez
et al. 2005). Microglia express cannabinoid receptors, and CB2 mRNA and protein
expression are upregulated in pro-inflammatory microglia (M1) (Komorowska-Müller
and Schmöle 2020). Treating M1 microglia with cannabinoids can decrease iNOS and
pro-inflammatory cytokine release and dampen chronic M1 microglial phenotype
generation (Waksman et al. 1999; Ramírez et al. 2005; Mecha et al. 2016; Navarro et al.
2018a).
1.2.3 Cannabinoid Receptor/Class A GPCR Heteromers
CB1 and CB2 receptors can form heteromers when expressed with other Class A
GPCR. To date, CB1 is known to form heteromers in the CNS with β2-AR (Hudson et al.
2010); AT1R (Rozenfeld et al. 2011); A2A (Carriba et al. 2007; Navarro et al. 2008;
Moreno et al. 2018); D2 (Navarro et al. 2008; Przybyla and Watts 2010); D2L (Kearn
2005; Bagher et al. 2016; Bagher et al. 2017); δOR (Bushlin et al. 2012; Sierra et al.
2019); μOR (Rodríguez et al. 2001; Hojo et al. 2008; Rios et al. 2009); GPR55 (Kargl et
al. 2012; Martínez-Pinilla et al. 2014); Orexin1 (Ellis et al. 2006; Ward et al. 2011);
SSTR5 (Zou et al. 2017); and 5HT2A (Viñals et al. 2015). While fewer studies have been
published concerning CB2 heteromerization, there is evidence of CB2 forming heteromers
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in vivo with other Class A GPCR including GPR55 (Balenga et al. 2014) and 5HT1A
(Franco et al. 2019).
Heteromerization of both the CB1 and CB2 receptors with other Class A GPCR
has been implicated in diverse and complex signaling paradigms. Within the CB1/D2L
heteromer, for example, agonism of either CB1 or D2 leads to signaling through canonical
inhibitory Gαi proteins (Krishna Kumar et al. 2019; Yin et al. 2020). However,
agonising both CB1 and D2 simultaneously results in a G-protein switch to signal through
stimulatory Gαs partners (Glass and Felder 1997; Bagher et al. 2017). The use of
selective blocking peptides, which inhibit the association of CB1 and D2, reverts either
protomer back to their canonical Gαi signaling (Bagher et al. 2017). In addition, coagonism of CB1 and D2L resulted in increased β-arrestin translocation to the heteromer
complex - leading to increased rates of dimer internalization relative to either receptor
alone (Bagher et al. 2017). Conversely, selective antagonism of either receptor was able
to decrease arrestin mobilization to the partner receptor and reduce heteromer
internalization (Bagher et al. 2016; Bagher et al. 2017).
1.2.4 CB1 and CB2 Co-Expression & Heteromerization
CB1 and CB2 are co-expressed in the central nervous system, and form heteromers
in neurons of the pineal gland (Callén et al. 2012), basal ganglia (Sierra et al. 2015), and
activated striatal microglia (Navarro et al. 2018a). CB1/CB2 heteromer formation is a
dynamic process influenced by pathological state, cell type, and drug treatment. For
example, in microglia there is a significant increase in CB1/CB2 heteromer
immunofluorescence in M1 cells, relative to their resting state (Navarro et al. 2018a).
Increases in CBr heteromer formation are likewise observed in striatal sections from 6hydroxydopamine lesioned rats in a rodent model of Parkinson’s disease (PD), which
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appear to further increase with the onset of dyskinesia following levodopa treatment
(Navarro et al. 2018a). Interestingly, these results are reversed in pallado-thalamic
projection neurons where chronic levodopa and Benserazide treatment in 6hydroxydopamine lesioned macaques resulted in significant decreases in CB1/CB2
heteromer-dependant immunofluorescence (Sierra et al. 2015). Moreover, evidence of
heteromer-dependant signaling has been noted (Callén et al. 2012; Navarro et al. 2018a).
For instance, non-selective agonism of CB1 and CB2 in heteromer-positive cells was
shown to reduce signaling in cAMP and pERK1/2 pathways compared to selective
agonism of either receptor alone (Callén et al. 2012; Navarro et al. 2018a). Interestingly,
in M1 microglia, co-activation of CB1 and CB2 lead to increases in cAMP and pERK1/2
activity, indicating that this interaction may depend on the cell state, or relative
expression of CB1/CB2 (Navarro et al. 2018a). On the other hand, antagonism of CB2
with the selective inverse agonist AM630 was shown to inhibit CB1-dependant activation
of pERK1/2 in globus pallidus slices (Callén et al. 2012). Similarly, in resting and M1
microglia, antagonising either CB1 or CB2 leads to cross antagonism of the partner
receptor in cAMP and pERK1/2 pathways (Navarro et al. 2018a). Biophysical methods
such as bioluminescence resonance energy transfer (BRET) have likewise detected
CB1/CB2 heteromer formation in transiently transfected cells (Navarro et al. 2008; Callén
et al. 2012). While there are inherent limitations to the use of heterologous expression
systems to interpret biological significance, the added benefit of experimental control in
profiling heteromer behaviour and signaling should not be overlooked. Non-selective
agonism of CB1 and CB2 in SH-SY5Y neuroblastoma cells endogenously expressing CB1
and transiently transfected with CB2 leads to a significant decrease in Akt
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phosphorylation in a similar manner to resting microglia (Callén et al. 2012; Navarro et
al. 2018a). CB1- or CB2-dependant Akt phosphorylation in SH-SY5Y can also be
inhibited through cross antagonism of the partner receptor. CB1/CB2 heteromer
dependant reductions in Akt activity in SH-SY5Y were mirrored by reductions in neurite
outgrowth, where selective agonism of either receptor induced a modest increase in
neurite outgrowth (Callén et al. 2012). To date, two studies from the Navarro group have
sought to quantify arrestin recruitment to the CB1/CB2 heteromer following treatment
with a variety of phytocannabinoids including THC and cannabidiol (CBD) (Navarro et
al. 2018b; Navarro et al. 2020). These studies were more focused on differences in
signaling bias between ligands in cells expressing CB1 or CB2, or CB1 and CB2, and did
not address effects of full agonism, or selective antagonism on arrestin recruitment to the
heteromer. Furthermore, these studies only tested differences in arrestin recruitment to
CB2 following co-expression with CB1 and did not publish data outlining the inverse
relationship. In brief, the CB1/CB2 heteromer has been observed in both heterologous
and endogenous expression systems, and there is evidence of unique pharmacology
indicating protein-protein allostery. However, there has been no published data
measuring arrestin recruitment following non-selective agonism in cells co-expressing
CB1 and CB2, nor do we know how selective antagonism effects arrestin recruitment to
the CB1/CB2 heteromer.

14

1.3 Research Objectives
CB1 and CB2 receptor heteromers have been detected in neurons of the rat pineal
gland (Callén et al. 2012), basal ganglia (Sierra et al. 2015), and activated striatal
microglia (Navarro et al. 2018a). While there is evidence of protein-protein allostery
between CB1 and CB2 when co-expressed, heteromer-dependant changes in arrestin
translocation following co-agonism and selective antagonism have not been quantified.
We hypothesized that co-transfection of CB1 and CB2 would alter β-arrestin2 recruitment
to CB1 and CB2 following non-selective agonism, relative to cells transfected either
receptor alone. Furthermore, we hypothesized that co-transfected cells would exhibit
patterns of cross antagonism. To test these hypotheses, we have 5 main objectives.
Objectives
1) Validate the use of the Tango β-arrestin2 recruitment assay to study
CB1/CB2 heteromer interactions.
2) Detect co-localization of CB1 and CB2 through Immunostaining in
transiently transfected cells.
3) Compare the effect of non-selective CP 55,940 agonism on β-Arrestin2
recruitment in cells transfected with CB1 or CB2 alone, relative to cells cotransfected with both receptors.
4) Measure the effect of receptor stoichiometry on heteromer-dependant
changes in CP 55,940-induced β-Arrestin2 recruitment.
5) Measure the effect of selective antagonism on CP 55,940-dependant βArrestin2 recruitment in cells transfected with CB1 or CB2 and cells cotransfected with both receptors.
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Figure 1.1. The Lifecyle of a GPCR
(1) Receptor buds in vesicle from endoplasmic reticulum (ER) following synthesis from
ribosomes; (2) Vesicular transport of GPCR to the plasma membrane; (3) GPCR binds
agonist, leading to conformational change and receptor activation; (4) Following
activation, Gα and Gβγ dissociate from the receptor and signal based on Gα subtype and
Gβγ activity ; (5) β-arrestin is recruited to the receptor, initiating endocytosis via
clathrin-coated pits; (6) β-arrestin may lead to G-protein independent signaling cascades
including mitogen activated protein kinase (MAPK) or JNK3 activation, and effects on
nuclear factor activity; (7) GPCR becomes fully enveloped in intracellular vesicle
following endocytosis β-arrestin dissociates from the receptor; (8) GPCR may be
recycled to the plasma membrane, or endosome becomes lysosome and the receptor is
degraded.
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Figure 1.2. Heteromer-Dependant Signaling Changes in Class A GPCR
When no physical association is present, GPCRS signal independently – unable to
directly effect the activity of the other GPCR (A). Upon formation of a GPCR
heteromer, protein-protein allosteric interactions may lead to preferential signaling
through one receptor partner (B), or the generation of a novel signaling pathway (C).
Selective antagonism of one receptor partner may result in inhibition or potentiation of
signaling through receptor partner (D).
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Figure 1.3. Heteromer-Dependant Changes in β-arrestin Recruitment
The formation of a heteromer may affect the behaviour of arrestin recruitment, receptor
internalization, and GPCR-independent signaling. When receptors are acting
independently, arrestin may be recruited to either receptor following agonist-mediated
receptor activation (A). Heteromer formation may lead to allosteric protein-protein
interactions which can increase or decrease arrestin recruitment to the heteromer (B) or
preferentially mobilize arrestin to one receptor partner (C). Antagonist application may
result in the reduction of arrestin recruitment to the non-antagonist bound receptor
partner and sustained presence on the receptor surface (D). Increases or decreases in
arrestin mobilization to the GPCR heteromer may lead to altered receptor internalization
and can positively, or negatively affect signaling through G-protein and arrestin-mediated
signaling cascades (E).
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Figure 1.4. The Endocannabinoid System in the Central Nervous System
Endocannabinoids 2-AG and/or AEA are synthesized on-demand from DAGL and
NAPE-PLD respectively in response to increases in intracellular calcium in the postsynaptic neuron. Once released, eCBs diffuse to activate CB1 and/or CB2 receptors
located on presynaptic neurons in retrograde fashion; self-stimulate post-synaptically
located receptors; or activate cannabinoid receptors on microglia. CB1 and CB2
activation in neurons generally activates Gi proteins to inhibit adenylyl cyclase activity
and prevent cAMP accumulation leading to inhibition of neurotransmitter release. In
microglia, endocannabinoid activity leads to inhibition of iNOS production, reduction of
proinflammatory cytokines, and modulation of microglial phenotype. CB1 is more
densely expressed in neurons, whereas CB2 is more densely expressed in activated (M1)
microglia. These expression patterns have been known to change in certain
neurodegenerative disease states.
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CHAPTER 2: METHODS
2.1 Reagents
ACEA, HU308, AM251, and AM630 were purchased from Tocris Biosciences
(Bristol, UK). CP 55,940 was purchased from Cayman Chemical (Michigan, USA).
HU308, AM251, and AM630 were all dissolved in dimethyl sulfoxide (DMSO), while
ACEA was dissolved in ethanol (EtOH) and CP 55,940 in methanol (MeOH). All
reagents were diluted in Opti-MEM® Reduced-Serum Medium containing 0.1% of the
respective solvent for the indicated ligand.
2.2 Plasmid Propagation and Sequencing
Plasmid stocks were generated using bacterial transformation in DH5-α
competent E. coli cells (Invitrogen). Our CNR1-Tango (CB1-Tango) plasmid was
graciously donated by Dr. Chris Sinal (Dalhousie University, Halifax, Canada) and
CNR2-Tango (CB2-Tango) plasmid was a gift from Dr. Brian Roth (Addgene plasmid #
66255; http:/net.addgene:66255; RRID: Addgene_66255). The CB1_pcDNA3.1 (+)
plasmid was cloned by Dr. Amina Bagher (Bagher et al. 2016 Jan 1) and the 3xHA-CB2
plasmid was a generous gift from Dr. Robert Laprairie (University of Saskatchewan,
Saskatchewan, Canada). See Table 2.1 for full list of plasmids.
2.3 Cell Culture and Transfection
HEK293T cells were used for dual-immunofluorescence experiments. Cells were
cultured in 10 cm cell-culture treated dishes and maintained in high glucose Dulbecco’s
Modified Eagle Medium (DMEM) with 10% Fetal Bovine Serum (FBS), 100 U/ml
penicillin, and 100 μg/ml streptomycin. Cells were plated in 24-well cell culture dishes
containing poly-d-lysine (PDL)-coated 12 mm round glass coverslips at a density of
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30,000 cells/well and allowed to grow for 24 hours at 37ºC and 5% CO2 before
transfection. At least one hour before transfection, cell culture media was replaced with
Opti-MEM® Reduced-Serum Medium (no phenol red). To transfect HEK239T cells,
master mixes of PEI and cDNA were mixed such that each well of a 24-well plate
received 500 ng of the required plasmids diluted in 30 μl Opti-MEM® Reduced-Serum
Medium mixed with of 0.75 μl of PEI per well - the total amount of DNA/well was kept
constant by using pcDNA3.1 Zeo (+) empty vector as required. Master mixes were
briefly vortexed and incubated at room temperature for 20 minutes before being added
dropwise to cells in 24-well plate. Four hours after transfection, transfection media was
replaced with DMEM containing 1% FBS. HEK293T cells were then left to incubate for
~72 hours at 37ºC and 5% CO2 until ~70% confluent. All experiments were carried out
using cells between passages 3-30.
HTLA cells are a variant of HEK293T stably expressing a tTA-dependant
luciferase reporter and a β-arrestin2-TEV fusion gene (Kroeze et al. 2015), and were
generously donated to our lab from Dr. Chris Sinal (Dalhousie University, Halifax, NS).
HTLA cells were cultured in 10 cm cell-culture treated dishes and maintained in high
glucose Dulbecco’s Modified Eagle Medium (DMEM; without phenol red) containing
10% fetal bovine serum (FBS); 1X NEAA; 1mM sodium pyruvate;100 U/ml penicillin;
100 μg/ml streptomycin; 500 ug/ml Geneticin; 5 ug/ml puromycin; and 200 ug/ml
hygromycin (Tango selection media). Cells were maintained at 37ºC and 5% CO2 until
70-90% confluence and sub-cultured at a 1:5 ratio. For Tango experiments, HTLA cells
were plated at 20,000 cell/well in PDL-coated (25 mg/mL) cell-culture treated 96-well
plates (clear, flat bottom). Cells were plated in high glucose Dulbecco’s Modified Eagle
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Medium (DMEM without phenol red) with 10% fetal bovine serum (FBS), 1X NEAA,
1mM sodium pyruvate, 100 U/ml penicillin, 100 μg/ml streptomycin (Tango nonselection media) and incubated at 37ºC and 5% CO2 for 24 hours before transfection until
cells reached 70-90% confluence. HTLA cells were transfected using Lipofectamine
3000 or 2 mg/ml branched Polyethyleneimine (PEI) as indicated. Lipofectamine ® 3000
(Invitrogen) transfection was carried out as per the protocol supplied by the
manufacturers. To transfect HTLA cells with PEI, master mixes of plasmid cDNA and
PEI were mixed such that each well of a 96-well plate received 100 ng of the required
plasmids diluted in 10 μl Opti-MEM® Reduced-Serum Medium mixed with of 0.1 μl of
PEI per well - the total amount of DNA/well was kept constant by using pcDNA3.1 Zeo
(+) empty vector as required. Plasmid-PEI solutions were vortexed and incubated at
room temperature before adding 40 μl HTLA media (no selection) per well and vortexing
briefly. Complete transfection solutions were then incubated at room temperature for 20
minutes before being mixed by gentle pipetting and added to the HTLA cell containing
96-well plate at 50 μl per well. Cells were then incubated with transfection solution for
24 hours before continuing with Tango assay (Kroeze et al. 2015; Laroche and Giguère
2019).
To determine the effect of serum on the cannabinoid receptor Tango assay, our
cell culture protocol was adapted to compare two different methods of serum starvation.
The first starvation protocol (referred to as Protocol B) was identical to our standard cell
culture protocol above (referred to as Protocol A), with the exception that no HTLA
media was used during transfection. Instead, 50 μl Opti-MEM® Reduced-Serum
Medium only, per well, was used. Protocol C was likewise identical to our standard
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protocol, however after an overnight incubation with the HTLA media-transfection
mixture, the culture media was replaced with 50 μl Opti-MEM® Reduced-Serum
Medium per well and left to incubate for a further 24 hours before completing the Tango
assay. All experiments were carried out using cells between passages 3-30.
2.4 Dual Immunofluorescence
The co-localization of transfected CB1 and CB2 in HEK293T cells was observed
using dual immunofluorescence staining and confocal microscopy. By first treating
transiently transfected cells with primary antibodies against CB1 and the extracellular
HA-tag attached to CB2, fluorophore-linked secondary antibodies -sensitive against our
primary antibodies- are then used label cells that are expressing both receptors of interest.
Co-expression is visualized by an overlap in fluorescence emissions unique to the
fluorophore-conjugated secondary antibodies in the same cells, as observed on a confocal
microscope.
Transiently transfected HEK293T cells were grown on PLD-coated glass
coverslips until they reached 60-70% confluence and then fixed with 4% (w/v)
paraformaldehyde (PFA) in 1x PBS for 15-20 min. After washing the cells three times
using 1X PBS with 20 mM glycine, cells were permeabilized and non-specific antibody
binding was blocked by treating cells with 1% (w/v) bovine serum albumin (BSA) with
0.05% Triton X-100 for 60 min at room temperature. Cells were incubated with primary
monoclonal rabbit N-terminal CB1 antibody (1:500; Cell Signaling Technologies) and
primary monoclonal mouse N-terminal-HA antibody (1:500; Cell Signaling
Technologies) overnight at 4°C. The following day, cells were washed three times with
1X TBS and incubated with AlexaFluor (R) 555 Anti Rabbit IgG Fab2 (1:500; #44135,
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Cell Signal Technologies, Massachusetts, USA) and AlexaFluor (R) 488 Anti Mouse IgG
Fab2 (1:500; #44085, Cell Signal Technologies, Massachusetts, USA) for 1 hr at room
temperature before washing again 3 times with 1X TBS and once with H2O. Finally,
coverslips were mounted on microscopic slides (Fisher Scientific) using Duolink® in situ
mounting media with DAPI (Sigma-Aldrich, Ontario, Canada). Images of cells were
acquired using the Zeiss LSM 710 (upright) laser-scanning microscope. Overlap in
immunofluorescence from red/orange (555 nM) and green (488 nM) channels in the same
cells was interpreted as evidence of co-localization.
2.5 Tango Arrestin Recruitment Reporter Assay
To measure arrestin recruitment to activated CB1 and CB2 receptors, the Tango βarrestin2 recruitment reporter assay was used (Laroche and Giguère 2019). The Tango
assay quantifies the interaction between a transiently transfected modified GPCR (GPCRTango) and a stably expressed mutant β-arrestin2 in HTLA cells. HTLA cells are derived
from HEK293T cells and stably express human β-arrestin2 fused with tobacco etch virus
(TEV) protease and a tetracycline-controlled transactivator (tTA) promoter-driven
reporter gene (luc) to express the luciferase enzyme. GPCR-Tango plasmid cDNA
expression is initiated at a CMV promoter site and encodes for a GPCR of interest (in the
present case, the CB1 or CB2 receptors) tagged to a FLAG epitope on the N-terminal and
vasopressin 2 receptor C-terminal tail (V2 tail) linked to a TEV protease cleavage site
(TCS) and terminating with the tTA transcription factor (Fig. 2.2). Following arrestin
recruitment to the active GPCR, β-arrestin–TEV fusion proteins cleave the tTA
transcription factor at the TCS. Once freed, the tTA is translocated into the nucleus of
where it may bind to the promoter region of the stably transfected luciferase reporter,
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leading to the expression of luciferase. This interaction turns the transient interactions
between β-arrestin2 and the target GPCR into a sustained, cumulative, and quantifiable
luciferase emission which is read on a plate reader with detection ranges between 380600 nm.
Traditionally, the Tango assay has been used in medium to high throughput
assays to aid in the identification of orphan receptors and in drug discovery (Kroeze et al.
2015). More recently, the Tango arrestin-recruitment reporter assay has been used to
measure changes in arrestin recruitment due to the co-expression of two different Class A
GPCR, however, data are limited, and this method has not been validated in cells coexpressing cannabinoid receptors (Gao et al. 2018). Theoretically, if the Tango assay can
quantify ligand-dependant differences in β-arrestin2 recruitment to active receptors, then
it should be able to detect changes in β-arrestin2 recruitment due to receptor-receptor
interactions. Therefor treating cells co-transfected with Tango-tagged receptor, and nonTango receptor cDNA should permit the study of heteromer-dependant modulation in βarrestin2 recruitment. For our assay, CB1-Tango or CB2-Tango plasmids were
transfected alone, or in combination with non-Tango CB1_pcDNA3.1 (CB1) or 3xHACB2 (CB2) plasmids. Furthermore, transfection of both Tango plasmids (CB1-Tango and
CB2-Tango) together will allow quantification of the cumulative arrestin recruitment to
each receptor in co-transfected cells (Fig. 2.3).
HTLA cells were plated at 2.0 x 105 cells/well in flat bottom; clear; cell-culture
treated; PDL coated (25 μg/mL) 96-well plates and incubated at 37° C (5% CO2) for 24
hours before transient transfection (to allow cells to reach 70-90% confluence). All
transfections included 25 ng pCMV-βgal per well, and data normalized to LacZ gene
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expression (abs420). Complete transfection solutions were added at 50 μl/well to HTLA
cells and incubated at 37° C (5% CO2) for 24 hours before treating with drug.
Drug treatments were diluted in Opti-MEM® Reduced-Serum Medium lacking
phenol red at the concentrations indicated in the figure legends and added at a volume of
50 μl/well following removal of transfection solutions. HTLA cells were incubated with
drug at 37° C (5% CO2) for 8 hours before removing treatments and washing cells once
with 1x PBS (100 μl/well). Cells were lysed by adding 5x Reporter Lysis Buffer
(Promega, Wisconsin, USA) diluted to 1x in dH2O (100 μl/well) and frozen at -80°C for
at least 1 hour. After thawing cell lysate, β-galactosidase buffer, and luciferase assay
solution (Promega) in 25° C incubator for 2 hours, 30 μl of cell lysate was transferred to a
new clear 96-well plate for the β-galactosidase normalization assay, and 10 μl of cell
lysate was transferred to a white, opaque 96-well plate for the luminescence assay.
Thawed 2x β-gal buffer was added to the β-galactosidase assay plate (30 μl/well) until
light yellow color became apparent (~1 minute following the addition of 2x β-gal buffer
to the entire plate using an 8-channel multichannel pipette), at which time the reaction
was stopped by quickly adding 100µl of 1M Na2CO3.
All plates were measured using the FluorostarOMEGA plate reader. βgalactosidase reporter activity was read with absorbance at 420 nm. Luciferase from
Tango assay was read using the lens setting with gain set to 3600 following automatic
injections of 80 μl/well luciferase assay substrate (Promega). Luciferase assay reagent
was warmed in 25° C incubator, submerged in water for 2 hours before assay to
standardize reagent temperature to cell lysate temperature. Relative luminescence units
(RLU) were calculated by dividing raw luminescence values by β-galactosidase
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absorbance from lysate aliquoted from the same wells. Fold-change luminescence was
determined by dividing RLU from agonist treated wells by RLU from vehicle treated
wells from the same plate. % Luminescence was calculated by dividing RLU from wells
treated with vehicle or agonist by wells treated with the maximal value of agonist before
being multiplied by 100. In this manner, wells treated with the maximal dose of agonist
were set to 100% luminescence, and luminescence from all previous concentrations of
agonist were scaled accordingly.
2.6 Z’-Factor Analysis
The Z’-factor is a simple statistical analysis often used to provide quality
assurance in high throughput assays (Zhang and Oldenburg 2009). Z’-factor was created
as a more robust substitute for more conventional approaches of assessing assay quality
such as signal-to-noise ratio (S/N) or signal-to-background ratio (S/B). Unlike S/N or
S/B ratios, the Z’-factor calculation (figure 2.4) considers the standard deviation of the
lowest (floor) and highest (ceiling) points of an assay output, as well as the absolute value
of the difference between these two points (Zhang et al. 1999). This allows the
measurement of the quality of an assay by defining the usable dynamic range, and results
in a score from 0<1. Ultimately, the closer the Z’-factor is to 1, the better the quality of
the assay, and the lower the probability of there being overlap between the variation of
the highest and lowest points of the assay. A Z’-factor below zero indicates that overlap
between the highest and lowest points of the assay, due to variation, is likely, and that the
data should not be used. For our purposes, vehicle treated wells were used as the low
reference control (floor) and wells treated with the maximal concentration of agonist
were used as the high reference control (ceiling).
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2.7 Statistical Analysis
All data was scaled to luminescence in cells transfected with CB1-Tango or CB2Tango only (unless otherwise indicated) and treated with the highest dose of agonist
(indicated as 100% luminescence) within the same plate. Replicate data was combined
from experiments on independent days unless otherwise indicated in figure legend. Data
are presented as the Mean ± standard deviation (SD) or 95% confidence interval (CI), as
indicated in figure legend. Statistical analysis and curve fitting were performed using
GraphPad version 6.0. Concentration-response curves were fit to non-linear regression
model with variable slope (four parameters). Statistical analyses between treatment
and/or transfection groups were conducted by two-tailed Student’s t-test, one-way or twoway analysis of variance (ANOVA), as indicated. ANOVA Post-hoc analyses were
performed using Tukey’s honest significance test. The level of significance was set to P
< 0.05.
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Table 2.1 DNA Constructs Used in This Thesis
A list of all plasmids used to for experiments. GenBank accession numbers correlate to
corresponding inserted genes of interest for each plasmid.
DNA Construct

CNR1-Tango

GenBank
Accession
Number

Description
N-terminal FLAG-tagged
CB1 receptor cloned into
empty tango vector with
pcDNA3.1(+) backbone

NM_016083

Source
Plasmid was a gift from Dr.
Chris Sinal (Dalhousie
University, Halifax,
Canada)

CNR2-Tango

N-terminal FLAG-tagged
CB2 receptor cloned into
empty tango vector with
pcDNA3.1(+) backbone

NP_001832

Plasmid was a gift from Dr.
Bryan Roth (Addgene
#66255)

CB1_pcDNA3.1

Untagged CB1 receptor
cloned into pcDNA3.1 Zeo
(+)

NM_016083

Construct cloned by Amina
Bagher (Bagher et al., 2017)

HA-CB2

N-terminal 3xHA-tagged
CB2 receptor cloned into
pcDNA3.1 Zeo (+)

NP_001832

Plasmid was a gift from Dr.
Robert Laprarie (University
of Saskatchewan,
Saskatchewan, Canada)

pCMV-β-gal

Mammalian reporter vector
designed to express βgalactosidase in
mammalian cells

NC_000913.3

Plasmid was a gift from Dr.
Chris Sinal (Dalhousie
University, Halifax, NS)
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Figure 2.1. GPCR-Tango Plasmid
Tango GPCR cDNA was subcloned into a pcDNA3.1(+) mammalian vector backbone.
Plasmid expression is driven by the human cytomegalovirus (CMV) promoter and
constructs are expressed in order of a FLAG epitope tag, receptor sequence, vasopressin
2 receptor C-tail (V2 tail), tobacco etch virus (TEV) protease cleavage site (TCS), and
tetracycline controlled transactivator (tTA) transcription element.
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Figure 2.2. Tango Assay to Measure Changes in β-Arrestin2 Recruitment
Following Co-Transfection of Class A GPCR
Tango-tagged receptors recruit TEV-β-arrestin2 fusion protein following agonistinduced receptor activation leading to translocation of tTA transcription factor into
nucleus and sustained luciferase expression (A). This relationship is the standard for
comparison to observe any changes in cells co-transfected with either receptor. In the
event of heteromer formation, selective or non-selective agonism may alter arrestin
recruitment to either receptor. Co-transfection of Tango receptors will show cumulative
change in arrestin recruitment to both receptors (B). Co-transfection of Tango GPCR
with non-Tango GPCR will allow selective quantification of arrestin recruitment to
Tango receptor partner in the presence of the non-Tango partner (C). By utilizing each
transfection method, the Tango assay can be used to compare baseline β-arrestin2
activity following transfection of either receptor alone with cumulative β-arrestin2
activity and recruitment to each receptor in co-transfected cells. These assays can be
carried out using selective, or non-selective agonism, and to test the relative effect of
antagonists.
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Figure 2.3 Z-Factor Equation to Assess Assay Quality
Z’-factor, as defined by Zhang and Oldenburg (Zhang et al. 1999) is a statistical method
to quantify assay quality where (σc+) and (σc−) represent the standard deviation for the
high and low reference controls, respectively, and |μc+–μc−| is the absolute value
between the high and low reference control points. Z’-Factor values between 0.5 to 1 are
considered moderate to excellent assay quality (a value of 1.0 is not possible), while 0 –
0.5 is considered poor. A Z’-factor score of < 0 means that the variation between the
highest and lowest points of the assay may overlap.
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CHAPTER 3: RESULTS
3.1 Validation of the Tango Arrestin-Recruitment Reporter Assay to Study
Interactions Between CB1 and CB2 Receptors
The Tango β-Arrestin reporter assay detects transient β-arrestin2-GPCR
interactions following agonist activation and reports the interaction as sustained and
cumulative luminescence emission via reporter-driven luciferase expression in HTLA
cells, which are modified HEK293T cell line (Kroeze et al. 2015). Increases in
luminescence are interpreted as receptor activation and physical interaction between βarrestin2 and Tango receptor. Unless otherwise indicated, luminescence and β-arrestin2
recruitment are considered synonymous when referring to experimental results.
3.1.1 The Effect of CP 55,940 Incubation Time on Luminescence in the Cannabinoid
Receptor Tango Assay
Agonist incubation times for Tango assays are reported to be highly dependant on
both the GPCR of interest and the selected agonist (Wang et al. 2004; Kroeze et al.
2015). An appropriate agonist incubation time produces saturable luminescence that
increase in proportion to the agonist concentration. Therefore, it was necessary to
standardise the Tango assay incubation period for both CB1-Tango or CB2-Tango using
the selected agonist, CP 55,940. Transfected HTLA cells were incubated with 0, 0.01,
0.1, 0.25, 0.5, 0.75, 1, and 5 μM of the non-selective CBr agonist CP 55,940 for 6, 8, or
18 hr. An incubation of 6 hr did not generate a saturable luminescence curve in cells
expressing CB1-Tango (Table 3.1). An incubation time of 18 hr did not generate a
concentration-dependent luminescence curve in cells expressing CB2-Tango (Fig. 3.2).
An incubation time of 8 hr with CP 55,940 generated saturable concentration-response
curves in cells expressing either CB1-Tango or CB2-Tango receptors. The EC50 for CP
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55,940-induced β-arrestin2 recruitment to CB1-Tango was 240 nM (CI: 134 to 428 nM),
and 123 nM (CI: 62.2 to 244 nM) at CB2-Tango. An 8 hr CP 55,940 incubation period
was selected and used in all proceeding experiments involving CP 55,940 agonism.
3.1.2 Assessing the Sensitivity and Reliability of the CB1 and CB2-Tango Assay
A primary outcome of this thesis depended on measuring the relative change
in β-arrestin2 recruitment to CB1-Tango or CB2-Tango-tagged receptors in the presence
or absence of CB1 or CB2 receptors. Our goal was to determine if these receptors were
interacting in heteromeric complexes to modulate agonist-induced β-arrestin2
recruitment. A low fold-change in luminescence in CP 55,940-treated cells over vehicletreated cells could reduce assay sensitivity and mask potential differences between
groups. CB1- and CB2-Tango data was plotted as a fold-change of CP 55,940-treated
cells relative to cells treated with only vehicle (OptiMEM I SFM containing 0.1%
MeOH) and I assessed the accuracy and variability in the assay using the Z’ factor
calculation (Zhang and Oldenburg 2009). Peak fold changes were found to be 1.49
(CI:1.34 - 1.56) and 2.64 (CI: 2.38 - 2.88) for CB1-Tango and CB2-Tango, respectively
(Fig.3.3). Using fold-change luminescence from cells treated with 10 μM CP 55,940
(maximal dose used) relative to vehicle-treated cells, CB1-Tango cells had a Z’ factor of
0.47, while CB2-Tango cells had a Z’ factor < 0.00. The Z’ factors indicate low and poor
assay accuracy for CB1- and CB2-Tango, respectively, using the specific assay
conditions. A calculated Z’ factor lower than zero indicates that variation in
luminescence between vehicle and treatment conditions may overlap (Zhang and
Oldenburg 2009). This low assay accuracy was identified as an essential factor to resolve

36

before the Tango assay could be used to quantify relative to β-arrestin2 recruitment to
CB1 and CB2.
3.1.3 The Effect of Serum Starvation on CB1-Tango and CB2-Tango Assay
Sensitivity
Serum starvation is a common practice in cell-based assays to minimize the
effects of protein found in serum that might increase background or basal assay activity
(Pirkmajer and Chibalin 2011). Furthermore, testing the sensitivity of cells to serum is a
recommended step in GPCR-based arrestin-recruitment assay validation (Wang et al.
2004). To determine if the low assay sensitivity was a result of serum-dependant activity,
two alternate serum starvation protocols (Protocol B and Protocol C) were tested, and
resultant fold-change luminescence was compared to the luminescence from cells
cultured following the serum-containing standard Tango protocol (Protocol A). Neither
serum starvation method had a significant effect on peak fold-change assay luminescence
relative to that observed in cells subjected to protocol A when comparing maximal foldchange in CB1-Tango expressing cells (protocol B, p = 0.400; protocol C, p = 0.893) or in
CB2-Tango expressing cells (protocol B, p = 0.973; protocol C, p = 0.999). In addition,
Z’ factor calculations for both alternate protocols in cells expressing either the CB1Tango or CB2-Tango receptor showed poor assay performance (Z’< 0.00; Fig. 3.4).
3.1.4 The Effect of Lipofectamine® 3000 Compared to PEI Transfection on CB1and CB2-Tango Assay Sensitivity
Cannabinoid ligands are highly lipophilic, and Lipofectamine® 3000 is a lipidbased cationic transfection medium. To determine if Tango assay sensitivity was affected
by the lipid-based transfection medium, fold-change luminescence in cells transfected
with Lipofectamine® 3000 were compared to cells transfected using the non-lipid
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polycation polyethyleneimine (PEI),which has been used by previous groups to study
cannabinoid receptor function in cell-based assays (Callén et al., 2012; Kim et al., 2017;
Navarro et al., 2018),. Cells transfected with PEI (2 mg/ml; 0.10 μl per well) had
increased concentration-response plateaus in both CB1- (p=0.001) and CB2-Tango
(p=0.003) receptor expressing cells treated with CP 55,940 compared to cells transfected
using Lipofectamine® 3000. Specifically, cells transfected with CB1-Tango using PEI
had an increased peak fold-change luminescence of ~ 49% (CI 48.63 to 53.55%) relative
to cells transfected with Lipofectamine® 3000 (Fig. 3.6). Likewise, cells transfected with
CB2-Tango using PEI had an increase of ~24% (CI 20.19 to 27.44%) over
Lipofectamine® 3000 transfected cells (Fig. 3.7). In addition, switching to PEI-based
transfection increased the calculated Z’ factor to 0.88 and 0.77 for CB1-Tango and CB2Tango, respectively (Zhang and Oldenburg 2009). PEI transfection was selected as the
primary transfection reagent for all further Tango experiments.
3.1.5 Activity of Selective and Non-Selective Agonism on Cells Transfected with
CB1-Tango or CB2-Tango
Cells transfected with Tango receptor cDNAs were treated with increasing
concentrations of the CB1-selective agonist ACEA, the CB2-selective agonistHU308 and
the non-selective agonist CP 55,940 and incubated for 8-hr. ACEA did not produce a
concentration-response curve in cells expressing CB1-Tango after 8 hr of incubation (Fig.
3.8A). Similarly, HU308 did not produce a concentration-response curve in cell
expressing CB2-Tango (Fig. 3.9B). HU308 was unable to produce any detectable
response at CB1-Tango (Figure 3.8B) and ACEA was unable to produce any detectable
luminescence at CB2-Tango (Figure 3.9A). In short, in our hands, CP 55,940 produced
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higher arrestin-dependant luminescence in both CB1-Tango and CB2-Tango assays
relative to CB1- and CB2- selective agonists.
3.1.6 The Effect of Normalization on CB1- and CB2-Tango Assay Variability
Luciferase assays are well known for a high degree of plate-to-plate variation in
emissions (Repele and Manu 2019). Variation can arise from technical errors (pipetting,
reagent mixing, reagent temperature, relative number of cells in cells etc.) or biological
differences such as the passage number of cells (age) and physiologic state of the cells on
a given day. This variation is observed as large standard deviation (SD) in the CP 55,940
concentration-response curves for CB1- (Fig. 3.10) and CB2-Tango (Fig. 3.11) assays
when expressing data as RLU or fold change luminescence over cells treated with vehicle
only. To account for high variation in day-to-day relative luminescence, we normalized
the data within each replicate plate/day to the maximal response per plate. This was done
by expressing RLU from cells treated with the maximal dose of CP 55,940 (2.50 μM) as
100% luminescence, and scaling RLU at all other concentrations of CP 55,940
accordingly. While this eliminates the use of absolute luminesce values, this form of
normalization is well supported by our experimental objectives. Specifically, we aimed
to determine if co-expression of CB1 and CB2 receptors changes arrestin recruitment to
either receptor. Therefore, by transfecting the plasmid combinations to be compared
within the same plate and scaling data to maximal luminescence in cells transfected with
only one receptor, we were able to quantify changes in arrestin recruitment as a
percentage of luminescence from cells transfected with CB1-Tango or CB2-Tango only
and treated with 2.50 μM of CP 55,940. This method decreased plate-to-plate variability
in both CB1- (Fig. 3.10C) and CB2-Tango (Fig 3.11C) assays, relative to expressing the
data as RLU or fold-change. All further data are expressed as % Luminescence.
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Figure 3.1. The Effect of CP 55,940 Incubation Time on β-Arrestin2-Dependant
Luminescence in the CB1-Tango Assay
Tango saturation curves obtained from HTLA cells transiently transfected with 25 ng of
CB1-Tango cDNA using Lipofectamine® 3000. Concentration response curves of CP
55,940 induced β-arrestin2 mobilization to activated CB1-Tango following 6 hr, 8 hr, or
18 hr of incubation with agonist as indicated. Luminescence (RLU) was obtained by
dividing raw luminescence values by β-galactosidase absorbance (ABS420) from the same
cells. Curves were generated using non-linear regression analysis with variable slope
(four parameters). Data are presented as mean +/- standard deviation (SD); n=3 from a
single experiment.
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Figure 3.2. The Effect of CP 55,940 Incubation Time on β-Arrestin2-Dependant
Luminescence in the CB2-Tango Assay
Tango saturation curves obtained from HTLA cells transiently transfected with 25 ng of
CB2-Tango cDNA using Lipofectamine® 3000. Concentration response curves represent
CP 55,940 induced β-arrestin2 mobilization to activated CB2-Tango following 6 hr, 8 hr,
or 18 hr of incubation with agonist as indicated. Luminescence (RLU) was obtained by
dividing raw luminescence values by β-galactosidase absorbance (ABS420) from the same
cells. Curves were generated using non-linear regression analysis with variable slope
(four parameters). Data are presented as mean +/- standard deviation (SD); n=3 from a
single experiment.
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Table 3.1. The Effect of CP 55,940 Incubation Time on β-Arrestin2-Dependant
Luminescence in CB1-Tango and CB2-Tango Assays
Data were generated by treating HTLA cells transfected with 25 ng CB1-Tango or CB2Tango cDNA with Lipofectamine® 3000. Curves were fit using non-linear regression
analysis with variable slope (four parameters). Data are expressed as mean and 95%
confidence intervals (CI); n=3 from a single experiment; ~ indicates the curve generated
was an ambiguous fit; n/a indicates that the software was not able to fit a curve to the
data.

44

45

CB2-Tango

CB1-Tango

Receptor

18

8

6

18

8

6

Incubation Time
(hr)

5.42e+006
[4.88e+006 to
6.02e+006]
1.06e+006
[9.18e+005 to
1.20e+006]
3.45e+005
[3.14e+005 to
3.76e+005]

2.26e+006
[8.84e+005 to
3.79e+006]
4.75e+005
[2.82e+005 to
6.68e+005]
1.12e+005
[6.57e+004 to
1.59e+005]

n/a

2.12e+005
[1.98 e+005 to
2.41 e+005]

1.22e+005
[9.81e+004 to
1.46e+005]

n/a

~

Emax

~

Emin

n/a

-7.02
[-7.44 to
-6.59]

-6.91
[-7.62 to
-6.21]

-7.36
[-8.21 to
-6.51]

-6.63
[-7.14 to
-6.12]

~

Log EC50
(M)

n/a

9.58e-008
[3.58e-008 to
2.56e-007]

1.22e-007
[2.43e-008 to
6.18e-007]

4.35e-008
[6.11e-009 to
3.110e-007]

2.34e-007
[7.21e-008 to
7.59e-007]

~

EC50 (M)

CB1-Tango

A

0
-1 2

1

0

2

1

L u m in e s c e n c e

2

3

4

0

- 1 0- 1 2

- 6- 8

- 8- 1 0

- 4- 6

-4

-1 2

[ C] P 5 5 ,9 4 0 M ]
4 0g M
lo g [ C P 5 5 ,9lo

( F o ld o v e r v e h ic le )

L u m in e s c e n c e

1

3

( F o ld o v e r v e h ic le )

2

L u m in e s c e n c e

3

4

4

( F o ld o v e r v e h ic le )

L u m in e s c e n c e

( F o ld o v e r v e h ic le )

4

CB2-Tango

B
3

2

1

0

- 1- 102

--81 0

- -68

--46

lo4g0 [M
CP
] 5 5 ,9 4 0 M ]
lo g [ C P 5 5 ,9

C
Receptor
CB1-Tango

CB2-Tango

Emin

Emax

Log EC50 (M)

EC50

0.86
[0.72 to
1.01]
0.96
[0.63 to
1.30]

1.49
[1.34 to
1.56]
2.6
[2.38 to
2.88]

-6.62
[-6.87 to
-6.37]
-6.91
[-7.03 to
-6.61]

2.40e-007
[1.34e-007 to
4.28e-007]
1.23e-007
[6.22e-008 to
2.44e-007]

Z’ Factor
0.47

< 0.00

Figure 3.3. Assessment of Assay Sensitivity in Cells Transfected with CB1-Tango or
CB2-Tango cDNA
Concentration response data from HTLA cells transiently transfected with either 25 ng of
CB1-Tango or CB2-Tango cDNA using Lipofectamine® 3000 using the standard Tango
Assay. (A, B) Concentration response curves represent CP 55,940 induced β-arrestin2
mobilization to activated CB1-Tango or CB2-Tango after 8 hr of incubation with agonist.
Luminescence (Fold over vehicle) was obtained by dividing RLU from cells treated with
increasing concentrations of CP 55,940 with cells treated with vehicle only (0.1%
MeOH). Data are presented as mean +/- SD; n=3 from a single experiment. (C) Emin,
Emax, Log EC50 and EC50 values of CP 55,940 at CB1-Tango or CB2-Tango. Z’ factors
were calculated from cells treated with vehicle and cells treated with 10 μM CP 55,940.
Data are presented as mean +/- 95% CI; n=3 from a single experiment.
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Figure 3.4. The Effect of Serum Starvation on CB1-Tango Assay Sensitivity
Concentration response data from HTLA cells transiently transfected with 25 ng of CB1Tango cDNA using Lipofectamine® 3000 using three different cell culture conditions.
(A) Concentration response curves represent CP 55,940 induced β-arrestin2 mobilization
to activated CB1-Tango after 8 hr of incubation with agonist using cell culture protocol
A, B and C as indicated. Luminescence (Fold over vehicle) was obtained by dividing
RLU from cells treated with increasing concentrations of CP 55,940 by cells treated with
vehicle (0.1% MeOH). Data are presented as mean +/- SD; n=3 from a single experiment
(B) Emax values of CP 55,940 activity at CB1-Tango. Z’ factors were calculated from
ccells treated with vehicle and ccells treated with 10 μM CP 55,940. Data are presented
as mean +/- 95% CI; n=3 from a single experiment.
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Figure 3.5. The Effect of Serum Starvation on CB2-Tango Assay Sensitivity
Concentration response data from HTLA cells transiently transfected with 25 ng of CB2Tango cDNA using Lipofectamine® 3000 using three different culture conditions. (A)
Concentration response curves represent CP 55,940 induced β-arrestin2 mobilization to
activated CB2-Tango after 8 hr of incubation with agonist using cell culture protocol A, B
and C as indicated. Luminescence (Fold over vehicle) was obtained by dividing RLU from
ccells treated with increasing concentrations of CP 55,940 by ccells treated with vehicle
(0.1% MeOH). Data are presented as mean +/- SD; n=3 from a single experiment (B) Emax
values of CP 55,940 activity at CB2-Tango. Z’ factors were calculated from cells treated
with vehicle and cells treated with 10 μM CP 55,940. Data are presented as mean +/- 95%
CI; n=3 from a single experiment.
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Figure 3.6. Comparison of PEI and Lipofectamine® 3000 Transfection on CP
55,940-dependant concentration-response in CB1-Tango Assay
Tango data from HTLA cells transiently transfected with 25 ng of CB1-Tango cDNA
using Lipofectamine® 3000 or PEI. (A) Concentration-response curves represent CP
55,940 induced β-arrestin2 mobilization to activated CB1-Tango after 8 hr of incubation
with agonist. Luminescence (Fold over vehicle) was obtained by dividing RLU from
cells treated with increasing concentrations of CP 55,940 with cells treated with vehicle
(0.1% MeOH). Data presented as mean +/- SD (B) Emax values for CB1-Tango assay in
cells transfected with Lipofectamine® 3000 or PEI. Data are presented as mean +/- SD;
n=3 from a single experiment. (C) Emin, Emax, Log EC50 and EC50 values of CP 55,940
activity at CB1-Tango. Z’ factors were generated based on RLU data of vehicle treated
cells and cells treated with 10 μM CP 55,940. Data are presented as mean +/- 95% CI;
n=3 from a single experiment; * indicates p > 0.05 between transfection methods.
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Figure 3.7. Comparison of PEI and Lipofectamine 3000® Transfection on CP
55,940-Dependant concentration response in CB2-Tango Assay
Tango data from HTLA cells transiently transfected with 25 ng of CB2-Tango cDNA
using Lipofectamine® 3000 or PEI. (A) Concentration response curves represent CP
55,940 induced β-arrestin2 mobilization to activated CB2-Tango after 8 hr of incubation
with agonist. Luminescence (Fold over vehicle) was obtained by dividing RLU from
cells treated with increasing concentrations of CP 55,940 with cells treated with vehicle
(0.1% MeOH). Data presented as mean +/- SD. (B) Emax values for CB2-Tango assay in
cells transfected with Lipofectamine® 3000 or PEI. Data are presented as mean +/- SD
(C) Emin, Emax, Log EC50 and EC50 values of CP 55,940 activity at CB1-Tango. Z’ factors
were generated based on RLU data of vehicle treated cells and cells treated with 10 μM
CP 55,940. Data are presented as mean +/- CI; n=3 from a single experiment; * indicates
p > 0.05 between transfection methods.
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Figure 3.8. The Effect of ACEA Relative to CP,55940 on β-Arrestin Recruitment to
CB1-Tango
Tango data from HTLA cells transiently transfected with 25 ng of CB1-Tango cDNA
using PEI. (A, B) Concentration response curves represent CP 55,940, ACEA, or HU308
induced β-arrestin2 mobilization to activated CB1-Tango after 8 hr of incubation with
agonist, as indicated. Luminescence (Fold over vehicle) was obtained by dividing RLU
from cells treated with increasing concentrations of CP 55,940 with cells treated with
vehicle (0.1% MeOH or EtOH or DMSO) from the same treatment. Data presented as
mean +/- SD; n=3 from a single experiment.
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Figure 3.9. The Effect of HU308 Relative to CP,55940 on β-Arrestin Recruitment to
CB2-Tango
Tango data from HTLA cells transiently transfected with 25 ng of CB2-Tango cDNA
using PEI. (A, B) Concentration response curves represent CP 55,940, ACEA, or HU308
induced β-arrestin2 mobilization to activated CB2-Tango after 8 hr of incubation with
agonist, as indicated. Luminescence (Fold over vehicle) was obtained by dividing RLU
from cells treated with increasing concentrations of CP 55,940 with cells treated with
vehicle (0.1% MeOH or EtOH or DMSO) from the same treatment. Data presented as
mean +/- SD; n=3 from a single experiment.
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Figure 3.10. The Effect of Normalization on CB1-Tango Assay Variability
Tango data from HTLA cells transiently transfected with 25 ng of CB1-Tango cDNA
using PEI. Concentration response curves represent CP 55,940 induced β-arrestin2
mobilization to activated CB1-Tango after 8 hr of incubation with agonist. (A)
Luminescence (RLU) was obtained by dividing raw luminescence from cells treated with
increasing concentrations of CP 55,940 with β-galactosidase emissions (420 nm) from
cell lysate taken from the same cells. (B) Luminescence (Fold over vehicle) was
obtained by dividing RLU from cells treated with increasing concentrations of CP 55,940
by cells treated with vehicle only (0.1% MeOH) from the same plate. (C) %
Luminescence was generated by scaling all RLU to cells treated with 2.5 μM CP 55,940,
which was set to 100% luminescence. All scaling was done within the same plate before
combining replicate values. Data are presented as a mean +/- SD; n=6, experiments
carried out on 6 different days.
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Figure 3.11. The Effect of Normalization on CB2-Tango Assay Variability
Tango data from HTLA cells transiently transfected with 25 ng of CB2-Tango
cDNA using PEI. Concentration response curves represent CP 55,940 induced βarrestin2 mobilization to activated CB2-Tango after 8 hr of incubation with agonist.
(A) Luminescence (RLU) was obtained by dividing raw luminescence from cells
treated with increasing concentrations of CP 55,940 with β-galactosidase emissions
(420 nm) from cell lysate taken from the same cells. (B) Luminescence (Fold over
vehicle) was obtained by dividing RLU from cells treated with increasing
concentrations of CP 55,940 by cells treated with vehicle only (0.1% MeOH) from
the same plate. (C) % Luminescence was generated by scaling all RLU to cells
treated with 2.5 μM CP 55,940, which was set to 100% luminescence. All scaling
was done within the same plate before combining replicate values. Data are
presented as a mean +/- SD; n=3 independent experiments carried out on 3 different
days.
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3.2 Allosteric Interactions Between the CB1 and CB2 Receptor Modulate β-Arrestin2
Recruitment
3.2.1 CB1 and CB2 are Co-Expressed and Co-Localize in Transiently Transfected
HEK293T Cells
HEK293T cells were transfected in 12-well plates lined with PDL-coated 12mm
coverslips with empty pcDNA3.1 vector backbone, CB1_pcDNA, 3xHA-CB2, or a
combination of CB1_pcDNA and 3xHA-CB2 72 hours before treatment with primary
antibodies against CB1 and HA-tagged CB2. Cells transfected with only pcDNA
backbone did not display anti-CB1 or HA-CB2 dependant staining (Fig. 3.12). HEK293T
cells transfected with 125ng CB1_pcDNA were positive for CB1-dependant
immunofluorescence but lacked ant-HA-dependant staining (Fig. 3.13). Likewise,
3xHA-CB2 transfection resulted in positive staining for the anti-HA antibody and lacked
fluorescence staining for CB1 (Fig. 3.14). Finally, co-transfected cells were positive for
both anti-CB1 and HA-tagged CB2. In addition to dual staining in the same cells, certain
cells were positive for yellow staining, indicating that receptors were close enough in
proximity to cause overlap between the red (CB1) and green (HA-CB2) channels,
indicative of receptor co-localization. Notably, despite pre-mixing plasmids encoding
both receptors before transfection, not all cells co-expressed CB1 and HA-CB2 (Fig.
3.15).
3.2.2 Co-Expression of CB1 and CB2 Reduced CP 55,940-Induced β-arrestin2
Recruitment to CB1 in Transiently Transfected HTLA Cells
To determine if β-arrestin2 translocation was altered in cells co-expressing CB1 and CB2,
we measured β-arrestin2 recruitment via the Tango reporter assay in cells transfected
with CB1-Tango or CB2-Tango and non-Tango CB1 or CB2 cDNA. Tango receptors will
be called CB1-Tango or CB2-Tango, while receptors without the Tango reporter will be
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referred to as either CB1 or CB2 throughout this thesis. Several combinations of Tango
and non-Tango receptor combinations were treated with CP 55,940 to selectively
measure β-arrestin2 recruitment to each receptor partner and to measure cumulative
changes in β-arrestin2 recruitment to both Tango receptors. In either case, Tangodependant luminescence was compared to luminescence of cells transfected with either
CB1-Tango or CB2-Tango alone, in the same plate. Replicate data from experiments
carried out on independent days was combined to determine the effect of treatment and
receptor composition.
The CP 55,940-induced Emax of cells transfected with CB1-Tango and CB2
was73.34% relative to cells expressing CB1-Tango alone (Emax=106.00; Fig. 3.16). This
is interpreted as a ~33% reduction (CI 0.22 to 65.88; p=0.048) in β-arrestin2 recruitment
to the CB1 receptor in the presence of CB2 following non-selective activation of both
receptors. While there appears to be a modest shift to the right in the dose-response curve
(Fig. 3.16), there was no significant difference in the EC50 of CP 55,940 between
transfection groups (Fig. 3.16B). To ensure that the transfection of CB2 cDNA did not
result in any luminescence, cells transfected with 25 ng of CB2 were treated with
increasing concentrations of CP 55,940. Following stimulation with CP 55,940 nonTango-tagged CB2 did not produce any luminescence (Fig. 3.16). To control for the
effect of doubling the relative concentration of receptor-encoding plasmid cDNA on
detectable luminescence, an additional group was transfected with CB1-Tango and nonTango CB1. There was no difference in luminescence between cells transfected with
CB1-Tango compared to CB1-Tango and CB1 (Fig. 3.17). The CP 55,940-induced Emax in
cells co-transfected with both CB1-Tango and CB2-Tango receptor cDNA was not
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different than that observed in cells transfected with CB1-Tango alone (Fig. 3.18A). To
ensure that this was not due to a limited amount of TEV-Β-arrestin2 fusion protein in the
HTLA cells or luciferase, and to determine the upper limits for detection of
luminescence, we also transfected cells with double the mass of CB1-Tango cDNA.
Following treatment with CP 55,940, cells transfected with 50 ng cDNA for CB1-Tango
showed a significant increase in peak luminescence of ~64% (p=0.002; CI 32.46 to
95.54%) relative to cells transfected with 25 ng cDNA for CB1-Tango and a ~74%
(p=0.008; CI 43.10 to 106.2%) increase relative to those transfected with CB1-Tango and
CB2-Tango (Fig. 3.18B/Table 3.2). Neither TEV-linked β-arrestin2, luciferase or the
luciferase detection levels were limiting factors in the assay. As such, we assumed that
an allosteric interaction between CB1 and CB2 lead to a net decrease in total β-arrestin2
translocation in cells expressing both CB1-Tango and CB2.
To directly compare CP 55,940-induced β-arrestin2 recruitment between all
transfection groups, experiments were repeated using an alternative experimental design.
Plates were transfected with CB1-Tango or CB2-Tango, CB1-Tango and CB2, and CB1Tango and CB2-Tango in different rows and treated with 125 nM CP 55,940. This dose
was selected as it represents the ~EC70 for CP 55,940 to recruit β-arrestin2 to both CB1
and CB2. EC70 was selected to detect changes in the upper and lower ends of detectable
changes in luminescence. This method was used to express β-arrestin2-dependant
luminescence in each transfection condition, relative to cells transfected with CB1-Tango
alone. CP 55,940 induced ~48% less (p<0.001; CI 28.78 to 67.23%) β-arrestin2dependant luminescence in CB2-Tango than CB1-Tango, whereas the response in cells
transfected with CB1-Tango and CB2 were ~30% lower (p=0.002; CI 10.33 to 48.78%)
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than that observed for cells expressing CB1-Tango (Fig. 3.19). Both CB2-Tango and
CB1-Tango and CB2 groups were significantly lower than cells transfected with CB1Tango and CB2-Tango (p<0.001, respectively). While the lower relative efficacy of CP
55,940 to recruit β-arrestin2 to CB2-Tango, relative to CB1-Tango, is of note, it does not
explain the lack of increased luminescence when both Tango plasmids were cotransfected and co-activated.
3.2.3 Co-Expression of CB1 and CB2 Reduces CP 55,940-Induced Β-arrestin2
Recruitment to CB2 in Transiently Transfected HTLA Cells
In addition to testing changes in β-arrestin2-recruitment CB1-Tango following CP
55,940 stimulation (section 3.2.2), we also assessed the same changes relative to CB2.
HTLA cells were transfected with CB2-Tango in the presence and absence of Tango and
non-Tango labelled CB1 and CB2-encoding plasmids. Agonist-dependant luminescence
was expressed relative to that observed in cells expressing CB2-Tango only in, assays
performed within the same plate. Replicate data was generated following independent
experiments carried out on different days.
CP 55,940 stimulation of cells transfected with CB2-Tango and CB1 resulted in an
Emax of 73.44% relative to cells transfected with CB2-Tango only. This indicated that the
presence of CB1 reduced β-arrestin2 recruitment to CB2 by ~37% (p=0.013; CI 8.98 to
67.74%) when both receptors were co-agonised (Fig. 3.20). The decreased efficacy of
CP 55,940 to induce β-arrestin2 recruitment to CB2-Tango in the presence of CB1 was not
accompanied by a change in potency, as no change in EC50 was observed (Fig. 3.21). CP
55,940 treatment in cells transfected with CB1 alone did not induce any luminescence. In
contrast with the levels of β-arrestin2 recruitment observation in cells co-transfected with
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CB2-Tango and CB1, the Emax in cells transfected with 25 ng each CB2-Tango and CB2
cDNA were not different to cells transfected with CB2-Tango alone (p=0.677) following
treatment with CP 55,940.
CP 55,940-induced β-arrestin2 recruitment in cells transfected with both CB1Tango and CB2-Tango cDNA yielded a ~64% (p=0.011; CI 14.40 to 113.40%) increase
in luminescence relative to CB2-Tango (Fig. 3.22A). Furthermore, the relative increase
in β-arrestin2-dependant luminescence in CB1-Tango and CB2-Tango co-transfected cells
was not different compared to that observed in cells transfected with two times the mass
of CB2-Tango (50 ng; Fig. 3.22B). To directly compare luminescence from cells of our
different transfection groups to CB2-Tango only, we transfected HTLA cells with CB2Tango, CB1-Tango, CB2-Tango and CB1, and CB1-Tango and CB2-Tango before treating
with 125 nM CP 55,940. CP 55,940 was roughly 2-fold more efficacious at recruiting βarrestin2 to CB1-Tango, relative to CB2-Tango (p<0.001; CI 56.87 to 130.91%; Fig.
3.23). As expected from dose-response experiments (Fig. 3.20), the presence of CB1
reduced β-arrestin2 recruitment to CB2 by ~39% (p=0.034; CI 2.46 to 76.44%).
Inversely, combining CB1-Tango and CB2-Tango resulted in an approximately two-fold
increase in total β-arrestin2 recruitment relative to CB2-Tango (p<0.001; CI 76.03 to
150.01%). The relative level of β-arrestin2 recruitment in cells transfected with CB1Tango and CB2-Tango was not different than cells transfected with CB1-Tango only
(p=0.485).
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3.2.4 The Effect of Receptor Stoichiometry on Arrestin Recruitment to CB1- and
CB2-Tango Receptors
Cannabinoid receptor expression is dynamic and has been shown to change during
various CNS disease states (Zou and Kumar 2018). As such, we chose to model various
expression levels of CB1 and CB2 receptors and determine if arrestin recruitment was
altered in response to agonist stimulation. HTLA cells were transfected with a constant
mass of 25 ng of either CB1-Tango or CB2-Tango cDNA alone or in combination with 5
ng, 25 ng, or 50 ng of CB1 or CB2 cDNA. Transfected cells were then treated with
increasing concentrations of CP 55,940. To determine if any changes in β-arrestin2dependant luminescence were due to specific interactions between CB1 and CB2, Tango
and Non-Tango plasmids of the same cognate receptor were also co-transfected for
comparison. To understand cumulative effects of both receptors, relative to either CB1or CB2-Tango receptor alone, 25 ng of CB1- or CB2-Tango plasmids were also cotransfected with 5 ng, 25 ng, or 50 ng of the heteromer partner Tango plasmid.
Relative to cells transfected with CB1-Tango only, cells transfected with an
additional 25 ng of CB2 produced ~33 % less arrestin-dependant luminescence (p=0.048;
CI 0.22 to 65.90%), while cells transfected with an additional 50 ng CB2 produced ~40%
less luminescence (p=0.020; CI 6.92 to 72.61%) (Fig. 3.24A). β-arrestin recruitment in
cells transfected with CB1-Tango and 10 ng of CB2 were not different than that observed
in cells transfected with CB1-Tango alone. There was no difference in luminescence
between co-transfected cells with CB1-Tango and 5 ng, 25 ng, or 50 ng CB2 (Fig. 3.24A).
Co-Transfection of 25 ng CB1-Tango and 5 ng, 25 ng, or 50 ng of CB1 did not produce
any difference in luminescence compared to cells transfected with CB1-Tango only (Fig
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3.24B). Likewise, β-arrestin recruitment in cells transfected with 25 ng CB1-Tango and 5
ng, 25 ng, or 50 ng of CB2-Tango were not different to that observed in cells transfected
with CB1-Tango only (Fig. 3.24C). There was no significant change in the Emax between
cells transfected with CB1-Tango only, or in combination with CB2, or CB2-Tango
plasmids at any ratio. So, a 1:1 and 1:2 ratio of CB1:CB2 were both able to illicit
significant decreases in β-arrestin2 to CB1-Tango but were not significantly different to
one another. Furthermore, despite doubling, and tripling the transfected mass of Tangoreceptor encoding plasmid, the addition of CB2-Tango, at any level, was not different
than luminescence relative to CB1-Tango alone.
Relative to cells transfected with CB2-Tango only, the addition of CB1 at a mass
of 25 ng, and 50 ng, resulted in a ~38% reduction in luminescence (p=0.0131; CI 8.98 to
67.71%) and ~45% reduction in luminescence (p=0.005; CI 16.4 to 75.2%), respectively
(Fig. 3.25A). There was a ~31% reduction in arrestin dependant luminescence at CB2Tango when co-transfected with 50 ng of Non-Tango CB2 (p=0.0315; CI 2.91 to
59.31%). Between CB2 plasmid co-transfected groups, cells transfected with CB2-Tango
and 50 ng CB2 emitted ~30% less luminescence than cells transfected with CB2-Tango
and 10 ng CB2 (p=0.0357; 2.11 to 38.52%) (Fig. 3.25B). Following the addition of CB1Tango cDNA with CB2-Tango, no significant difference was noted in cells transfected
with 10 ng CB1-Tango. However, the addition of 25 ng and 50 ng of CB1-Tango resulted
in a ~64% (p=0.012; CI 14.41 to 133%) and ~123% (p<0.0001; CI 73.50 to 172%),
respectively, over cells transfected with CB2-Tango alone. Furthermore, groups
transfected with CB2-Tango and 50 ng CB1-Tango produced ~93% more luminescence
than cells transfected with CB2-Tango and 10 ng CB1-Tango (p=0.001; CI 43.81 to
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143%) and ~59% more luminescence than cells transfected with CB2-Tango and 25 ng
CB1-Tango (p=0.0196; CI 9.60 to 109%) (Fig. 3.25C).
3.2.5 Selective Antagonism Potentiates CP 55,940-Dependant β-arrestin2
Recruitment in Cells Co-Transfected with CB1 and CB2
Next, we aimed to determine if selective antagonism of CB1 or CB2 could
influence β-arrestin2 recruitment to the opposite receptor following treatment with CP
55,940. We used the selective antagonists/inverse agonists AM251 (306-fold selective
for CB1 over CB2; Tocris, UK) and AM630 (165-fold selective for CB2 over CB1; Tocris,
UK.
The first step in assessing the potential for cross-antagonism in cells transfected
with CB1 and CB2 receptors was to determine the relative selectivity of the antagonists
AM251 and AM630 following treatment with 125 nM CP 55,940 with respect to βarrestin recruitment. As expected, AM251 was more efficacious at antagonising CP
55,940-dependant arrestin mobilization to CB1 with an IC50 of 12.51 nM (Fig. 3.26)
relative to CB2. AM251 was able to block CP 55,940-induced β-arrestin2 recruitment to
CB2 but at much higher concentrations than CB1, with an IC50 at CB2 of 760.60 nM (Fig.
3.27). On the other hand, AM630 was able to block CP 55,940 activity at CB2 and CB1,
albeit with a ~4-fold higher potency at CB2. Specifically, AM630 exhibited an IC50 of
1210.00 nM at the CB1 receptor (CI 758.21 nM to 1865.02 nM; Fig. 3.28) and an IC50 of
291.50 nM at CB2 (CI 216.22 nM to 402.81 nM; Fig. 3.29). Of note, the reported CB2selective ligand AM630 was able to inhibit β-arrestin2 recruitment to CB1 following CP
55,940 agonism by ~99% at micromolar concentrations and achieved sub-maximal
inhibition at nanomolar concentrations (Fig. 3.28). The CB1-selective AM251 was not
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able to maximally inhibit CP 55,940-induced arrestin recruitment to CB2 at any of the
concentrations tested (Fig. 3.27).
Next, we quantified the differences in CP 55,940 receptor activation in cells
expressing CB1-Tango and CB2, or CB2-Tango and CB1, relative to cells transfected with
either Tango plasmid alone in the presence of selective antagonists. There was no
difference in AM251 IC50 in cells expressing CB1-Tango and CB2, relative to those
expressing CB1-Tango alone (Fig. 3.30). We could not fit data from AM251 treatment in
cells co-expressing CB2-Tango and CB1 which precluded a comparison of IC50 values
between cells transfected with CB2-Tango and CB2-Tango and CB1 to a curve (Fig.
3.31). There was no difference in AM630 IC50 in cells transfected with CB1-Tango and
CB2, relative to CB1-Tango only (Fig. 3.32). Similarly, the AM630 IC50 value of cells
transfected with CB2-Tango did not differ compared to the AM630 IC50 value observed in
cells transfected in CB2-Tango and CB1 (Fig. 3.33). In each experiment where Tango
receptors were treated with their receptor-selective antagonist, co-expression of a CB
receptor with Tango reporter and a non-Tango CB receptor resulted in a lower Emax
compared to cells transfected with only the CB-Tango plasmid (Fig. 3.30/Fig.3.33). This
pattern persisted in cells expressing CB1-Tango and CB2 following AM630 treatment
(Fig. 3.32), while AM251 in cells co-expressing CB2-Tango and CB1 appeared to block
this difference (Fig. 3.31).
To directly compare the effect of antagonist treatment on CP 55,940-induced βarrestin2 recruitment between transfection groups, and to resolve the poor curve
generation from cells expressing CB2-Tango and CB1 following AM251 treatment, we
also transfected separate rows of a 96-well plate with CB1-Tango, CB1-Tango and CB2,
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CB2-Tango, CB2-Tango and CB1, and CB1-Tango and CB2-Tango. Each group was
treated with either vehicle (SFM with 0.1% MeOH and 0.1%DMSO), 125 nM CP 55,940,
or 125 nM CP 55,940 with 500 nM AM251 or AM630, or 500 nM AM251 or AM630
alone. In this instance, 100% β-arrestin2 recruitment was assigned to cells treated with
CP 55,940 from the same transfection group. In cells co-expressing CB1-Tango and CB2Tango, AM251 was able to induce a ~53% reduction in β-arrestin2 recruitment relative to
cells treated with 125 nM CP 55,940 only (p<0.001; CI 39.42 to 67.02%), which was
~41% less efficacious than in cells transfected with CB1-Tango only (p<0.001; CI 26.99
to 54.60%; Fig. 3.34A) and ~45% more efficacious relative to cells transfected with CB2Tango only (p<0.001; CI 22.96 to 67.67%; Fig. 3.34B). AM630 antagonism in CB1Tango/CB2-Tango co-transfected cells was able to induce a ~27% reduction in β-arrestin2
recruitment (p<0.001; CI 13.72 to 41.32%) compared to CP 55,940 treatment in the same
cell group. This level of inhibition was no different than the efficacy of AM630 in cells
transfected with CB1-Tango only (Fig. 3.34A), and ~23% less efficacious than in cells
transfected with CB2-Tango only (p<0.042; CI 0.36 to 45.06%; Fig. 3.34B). In summary,
AM251 and AM630 had a lower relative efficacy in cells co-transfected with CB1-Tango
and CB2-Tango, compared to their efficacy in CB1-Tango and CB2-Tango expressing
cells, respectively. As these differences could be explained by the addition of the second
CP 55,940 activated cannabinoid receptor, we also mirrored this experiment in cells coexpressing CB1-Tango and CB2, and CB2-Tango and CB1. AM251 was able to
maximally inhibit CP 55,940-induced β-arrestin2 recruitment in cells transfected with
CB1-Tango alone, and in cells transfected with CB1-Tango and CB2. Treatment with
AM630 was able to reduce β-arrestin2 recruitment in CB1-Tango cells by ~29% (P<
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0.001; CI 19.40-39.19%), while AM630 inhibited β-arrestin2 by ~15% in cells
transfected with CB1-Tango and CB2 (p<0.001; CI 4.86 to 24.65%) (Fig. 3.35A). In CB1Tango/CB2 cells, AM630 was able to inhibit CP 55,940 β-arrestin2 recruitment with
~14% less efficacy than in CB1-Tango only cells. In cells transfected with CB2-Tango,
AM251 was not able to inhibit β-arrestin2 recruitment. In cells co-transfected with CB2Tango and CB1, AM251 increased β-arrestin2 recruitment to CB2-Tango by ~46% over
CB2-Tango cells treated with AM251 (p<0.001; CI 18.55 to 73.08%). The same increase
in β-arrestin2 recruitment to CB2-Tango in co-transfected cells corresponded to a ~38%
increase in β-arrestin2 recruitment over treated with CP 55,940 activation in either CB2Tango only or co-transfected cells (p<0.001; CI 18.55 to 73.08%; Fig. 3.35B). There was
no difference in the ability of AM630 to inhibit CP 55,940-induced β-arrestin2
recruitment in cells transfected with CB2-Tango alone or in the presence of CB1 (Fig.
3.35B). In short, it appears that antagonising CB1 or CB2 in cells co-expressing CB1 and
CB2 exerted agonist-like effects on the partner receptor.
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Figure 3.12. The Effect of pcDNA3.1 Transfection on Anti-CB1 and Anti-HA
Primary Antibody Dependant Immunofluorescence
Confocal microscopy images of HEK293A cells transiently transfected with empty
pcDNA3.1 backbone (0.5 μg). Panels represent DAPI stained nuclei (A), anti-HA
primary antibody (B), anti-CB1 primary antibody (C), and merged channels (D). All
panel images are split from the same confocal image. Protein colocalization is shown in
yellow in merged panels. Scale bars, 20 μm.

74

A

B

C

D

Figure 3.13. The Effect of CB1_pcDNA Transfection on Anti-CB1 and Anti-HA
Primary Antibody Dependant Immunofluorescence
Confocal microscopy images of HEK293A cells transiently transfected with 3xHA-CB2
cDNA (0.125 μg). Panels represent DAPI stained nuclei (A), anti-HA primary antibody
(B), anti-CB1 primary antibody (C), and merged channels (D). All panel images are split
from the same confocal image. Protein colocalization is shown in yellow in merged
panels. Scale bars, 20 μm.
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Figure 3.14. The Effect of 3xHA-CB2 Transfection on Anti-CB1 and Anti-HA
Primary Antibody Dependant Immunofluorescence
Confocal microscopy images of HEK293A cells transiently transfected with CB1_pcDNA
cDNA (0.125 μg). Panels represent DAPI stained nuclei (A), anti-HA primary antibody
(B), anti-CB1 primary antibody (C), and merged channels (D). All panel images are split
from the same confocal image. Protein colocalization is shown in yellow in merged
panels. Scale bars, 20 μm.

76

A

B

C

D

Figure 3.15. The Effect of CB1_pcDNA and 3xHA_CB2 Co-Transfection on AntiCB1 and Anti-HA Primary Antibody Dependant Immunofluorescence
Confocal microscopy images of HEK293A cells transiently transfected with 3xHA_CB2
cDNA (0.125 μg) and CB1_pcDNA (0.125 μg). Panels represent DAPI stained nuclei
(A), anti-HA primary antibody (B), anti-CB1 primary antibody (C), and merged channels
(D). All panel images are split from the same confocal image. Protein colocalization is
shown in yellow in merged panels. Scale bars, 20 μm.
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Figure 3.16. The Effect of CB2 on CP 55,940-Induced β-Arrestin Recruitment to
CB1-Tango
Tango concentration response curves of agonist-induced β-arrestin2 mobilization in
HTLA cells treated with increasing concentrations of CP 55,940. HTLA cells were
transiently transfected with either 25 ng CB1-Tango or 25 ng each of CB1-Tango and
3xHA-CB2 cDNA followed by 8 hr of agonist incubation. % Luminescence data were
generated by normalizing RLU to cells treated with the maximal dose of CP 55,940 (2.50
μM) in cells transfected with CB1-Tango only. Normalization was carried out within
plates before combining replicate data. (A) Curves are fit using non-linear regression
analysis with variable slope (four parameters). Data are presented as mean +/- SD (B)
Emin, Emax, Log EC50, and EC50 values were derived using non-linear regression analysis
with variable slope (four parameters). Data are presented as mean and 95% CI. n=3,
experiments carried out on 3 different days. * indicates p < 0.05.
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Figure 3.17. The Effect of CB1 on CP 55,940-Induced β-Arrestin Recruitment to
CB1-Tango
Tango concentration response curves of agonist-induced β-arrestin2 mobilization in
HTLA cells treated with increasing concentrations of CP 55,940. HTLA cells were
transiently transfected with either 25 ng CB1-Tango or 25 ng each of CB1-Tango and
CB1_pcDNA cDNA followed by 8 hr of agonist incubation. % Luminescence data were
generated by normalizing RLU to cells treated with the maximal dose of CP 55,940 (2.50
μM) in cells transfected with CB1-Tango only. Normalization was carried out within
plates before combining with replicate data. (A) Curves are fit using non-linear
regression analysis with variable slope (four parameters). Data are presented as mean +/SD (B) Emin, Emax, Log EC50, and EC50 values were derived using non-linear regression
analysis with variable slope (four parameters). Data are presented as mean and 95% CI.
n=3, experiments carried out on 3 different days. n.s. indicates no significant difference.
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Figure 3.18. The Effect of CB1- and CB2-Tango Co-Transfection on CP 55,940Induced β-Arrestin Recruitment Relative to CB1-Tango Alone
Tango concentration response curves of agonist-induced β-arrestin2 mobilization in
HTLA cells treated with increasing concentrations of CP 55,940. HTLA cells are
transiently transfected with either 25 ng CB2-Tango or 25 ng each of CB2-Tango and
CB1-Tango cDNA followed by 8 hr of agonist incubation. % Luminescence data were
generated by normalizing RLU to cells treated with the maximal dose of CP 55,940 (2.50
μM) in cells transfected with CB2-Tango only. Normalization was carried out within
plates before combining replicate data. (A) Curves are fit using non-linear regression
analysis with variable slope (four parameters). Data are presented as mean +/- SD (B)
Histograms represent Emax values derived using non-linear regression analysis with
variable slope (four parameters) for cells transfected with 25 ng CB2-Tango only, 25 ng
each CB2-Tango and CB1-Tango, or 50 ng of CB2-Tango cDNA. Data are presented as
mean and 95% CI. n=3, experiments carried out on 3 different days. * indicates p <
0.05; n.s. indicates p > 0.05.
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Table 3.2. The Effect of CB1- and CB2-Tango Co-Transfection on CP 55,940Induced Luminescence in the Tango β-arrestin2 Recruitment Assay
HTLA cells were transiently transfected with 25 ng CB1-Tango, 25 ng each of CB1Tango and CB2-Tango, or 50 ng CB1-Tango cDNA followed by 8 hr of agonist
incubation. Data are expressed as % Luminescence, which were generated by
normalizing RLU to cells treated with the maximal dose of CP 55,940 (2.5 μM in cells
transfected with CB1-Tango only. Normalization was carried out within plates before
combining replicate data. Emin, Emax, Log EC50, and EC50 values were derived using nonlinear regression analysis with variable slope (four parameters). Data are presented as
mean and 95% CI. n=3, experiments carried out on 3 different days. * indicates p <
0.05.
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Figure 3.19. The Effect of CP 55,940 Agonism on β-Arrestin Recruitment Between
Transfection Conditions Relative to CB1-Tango
Data represents CP 55,940 (125 nM)-induced β-arrestin2 mobilization in cells transiently
transfected with 25 ng CB1-Tango; 25 ng CB2-Tango; each 25 ng CB1-Tango and
3xHA_CB2; or each 25 ng CB1- and CB2-Tango cDNA following 8 hr of agonist
incubation. Data are expressed as % Luminescence and generated by normalizing RLU
to cells transfected with CB1-Tango only and treated with CP 55,940 (125 nM; expressed
as 100% Luminescence). Normalization was carried out within plates before combining
with replicate data. Data was analyzed using One-way ANOVA with Tukey’s post hoc
test of significance and presented as mean +/- SD; n=6, experiments carried out on 3
different days. * indicates p < 0.05 compared to cells transfected with CB1-Tango only; ~
indicates p < 0.05 between groups.
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Figure 3.20. The Effect of CB1 on CP 55,940-Induced β-Arrestin Recruitment to
CB2-Tango
Tango concentration response curves of agonist-induced β-arrestin2 mobilization in
HTLA cells treated with increasing concentrations of CP 55,940. HTLA cells were
transiently transfected with either 25 ng CB2-Tango or 25 ng each of CB2-Tango and
CB1_pcDNA3.1 cDNA followed by8 hr of agonist incubation. % Luminescence data
were generated by normalizing RLU to cells treated with the maximal dose of CP 55,940
(2.50 μM) in cells transfected with CB2-Tango only. Normalization was carried out
within plates before combining with replicate data. (A) Curves are fit using non-linear
regression analysis with variable slope (four parameters). Data are presented as mean +/SD (B) Emin, Emax, Log EC50, and EC50 values were derived using non-linear regression
analysis with variable slope (four parameters). Data are presented as mean and 95% CI.
n=3, experiments carried out on 3 different days. * indicates p < 0.05
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Figure 3.21. The Effect of CB2 on CP 55,940-Induced β-Arrestin Recruitment to
CB2-Tango
Tango concentration response curves of agonist-induced β-arrestin2 mobilization in
HTLA cells treated with increasing concentrations of CP 55,940. HTLA cells were
transiently transfected with either 25 ng CB2-Tango or 25 ng each of CB2-Tango and
3xHA-CB2 cDNA followed by 8 hr of agonist incubation. % Luminescence data were
generated by normalizing RLU to cells treated with the maximal dose of CP 55,940 (2.50
μM) in cells transfected with CB2-Tango only. Normalization was carried out within
plates before combining with replicate data. (A) Curves are fit using non-linear
regression analysis with variable slope (four parameters). Data are presented as mean +/SD (B) Emin, Emax, Log EC50, and EC50 values were derived using non-linear regression
analysis with variable slope (four parameters). Data are presented as mean and 95% CI.
n=3, experiments carried out on 3 different days. n.s. indicates p > 0.05
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Figure 3.22. The Effect of CB1- and CB2-Tango Co-Transfection on CP 55,940Induced β-Arrestin Recruitment Relative to CB2-Tango Alone
Tango concentration response curves of agonist-induced β-arrestin2 mobilization in
HTLA cells treated with increasing concentrations of CP 55,940. HTLA cells are
transiently transfected with either 25 ng CB2-Tango or 25 ng each of CB2-Tango and
CB1-Tango cDNA followed by 8 hr of agonist incubation. % Luminescence data were
generated by normalizing RLU to cells treated with the maximal dose of CP 55,940 (2.50
μM) in cells transfected with CB2-Tango only. Normalization was carried out within
plates before combining with replicate data. (A) Curves are fit using non-linear
regression analysis with variable slope (four parameters). Data are presented as mean +/SD (B) Histograms represent Emax values derived using non-linear regression analysis
with variable slope (four parameters) for cells transfected with 25 ng CB2-Tango only, 25
ng each CB2-Tango and CB1-Tango, or 50 ng of CB2-Tango cDNA. Emax values were
compared using one-way Data are presented as mean and 95% CI. n=3, experiments
carried out on 3 different days. * indicates p < 0.05
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Table 3.3. The Effect of CB1- and CB2-Tango Co-Transfection on CP 55,940Induced Luminescence in the Tango β-arrestin2 Recruitment Assay
HTLA cells were transiently transfected with 25 ng CB2-Tango, 25 ng each of CB2Tango and CB1-Tango, or 50 ng CB2-Tango cDNA followed by 8 hr of agonist
incubation. All data are expressed as % Luminescence, which were generated by
normalizing RLU to cells treated with the maximal dose of CP 55,940 (2.5 μM) in cells
transfected with CB2-Tango only. Normalization was carried out within plates before
combining with replicate data. Emin, Emax, Log EC50, and EC50 values were derived using
non-linear regression analysis with variable slope (four parameters). Data are presented
as mean and 95% CI. n=3, experiments carried out on 3 different days. * indicates p <
0.05.
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Figure 3.23. The Effect of CP 55,940 Agonism on β-Arrestin Recruitment Between
Transfection Conditions Relative to CB2-Tango
Data represents CP 55,940 (125 nM) induced β-arrestin2 mobilization in cells transiently
transfected with either 25 ng CB2-Tango, 25 ng CB1-Tango, each 25 ng CB2-Tango and
CB1_pcDNA, or each 25 ng CB2- and CB1-Tango cDNA followed by 8 hr of agonist
incubation. Data are expressed as % Luminescence and generated by normalizing RLU
to cells transfected with CB2-Tango only and treated with CP 55,940 (125 nM).
Normalization was carried out within plates before combining with replicate data. Data
analyzed using One-way ANOVA with Tukey’s post hoc test of significance and
presented as mean +/- SD; n=6, experiments carried out on 3 different days. * indicates p
< 0.05 compared to cells transfected with CB1-Tango only; ~ indicates p < 0.05 between
groups.
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Figure 3.24. The Effect of Receptor Stoichiometry on β-arrestin Recruitment to
CB1-Tango
Tango data from HTLA cells transiently transfected with 25 ng of CB1-Tango cDNA
alone or in combination with 5 ng, 25 ng, or 50 ng of CB2 (non-Tango) cDNA (A), NonTango CB1 (B), or CB2-Tango (C) cDNA. Concentration response curves represent CP
55,940 induced β-arrestin2 mobilization to CB1-Tango after 8 hr of incubation with
agonist. Data are presented as a mean +/- SD; n=3, experiments carried out on 3 different
days. * indicates p<0.05 relative to CB1-Tango only cells; ns indicates no significant
differences relative to CB1-Tango only cells.
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Figure 3.25. The Effect of Receptor Stoichiometry on β-arrestin Recruitment to
CB2-Tango
Tango data from HTLA cells transiently transfected with 25 ng of CB2-Tango cDNA
alone or in combination with 5 ng, 25 ng, or 50 ng of CB1 cDNA (A), CB2 (B), or CB1Tango (C) cDNA. Concentration response curves show CP 55,940 induced β-arrestin2
mobilization to CB2-Tango after 8 hr of incubation with agonist. Data are presented as a
mean +/- SD; n=6, experiments carried out on 6 different days. * indicates p<0.05
relative to CB1-Tango only cells; ns indicates no significant differences relative to CB1Tango only cells.
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Figure 3.26. The Effect of AM251 Antagonism on CP 55,940-Dependant β-Arrestin
Recruitment to CB1-Tango
CB1- Tango concentration response curve represents the effect of the CB1 selective
inverse agonist AM251 on CP 55,940-induced β-arrestin2 mobilization in HTLA cells
treated with 125 nM CP 55,940 and increasing concentrations of AM251. HTLA cells
are transiently transfected with 25 ng CB1-Tango cDNA and pre-treated with antagonist
for 30 min before 8 hr of incubation with a combination of agonist and antagonist.
% Luminescence data were generated by normalizing RLU to cells treated with CP
55,940 only (125 nM; expressed as 100% Luminescence) within plates. (A) Curve
generation was derived using non-linear regression analysis with variable slope (four
parameters). Data are presented as mean +/- SD (B) Emin, Emax, Log IC50, and IC50 values
were derived using non-linear regression analysis with variable slope (four parameters).
Data are presented as mean and 95% CI. n=6, experiments carried out on 2 different
days
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Figure 3.27. The Effect of AM251 Antagonism on CP 55,940-Dependant β-Arrestin
Recruitment to CB2-Tango
CB2- Tango concentration response curve represents the effect of the CB1 selective
inverse agonist AM251 on CP 55,940-induced β-arrestin2 mobilization in HTLA cells
treated with 125 nM CP 55,940 and increasing concentrations of AM251. HTLA cells
are transiently transfected with 25 ng CB2-Tango cDNA and pre-treated with antagonist
for 30 min before 8 hr of incubation with a combination of agonist and antagonist. %
Luminescence data were generated by normalizing RLU to cells treated with CP 55,940
only (125 nM; expressed as 100% Luminescence) within plates. (A) Curve generation
was derived using non-linear regression analysis with variable slope (four parameters).
Data are presented as mean +/- SD (B) Emin, Emax, Log IC50, and IC50 values were derived
using non-linear regression analysis with variable slope (four parameters). Data are
presented as mean and 95% CI. n=6, experiments carried out on 2 different days
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Figure 3.28. The Effect of AM630 Antagonism on CP 55,940-Dependant β-Arrestin
Recruitment to CB1-Tango
CB1- Tango concentration response curve represents the effect of the CB2 selective
inverse agonist AM630 on CP 55,940-induced β-arrestin2 mobilization in HTLA cells
treated with 125 nM CP 55,940 and increasing concentrations of AM630. HTLA cells
are transiently transfected with 25 ng CB1-Tango cDNA and pre-treated with antagonist
for 30 min before 8 hr of incubation with a combination of agonist and antagonist. %
Luminescence data were generated by normalizing RLU to cells treated with CP 55,940
only (125 nM; expressed as 100% Luminescence) within plates. (A) Curve generation
was derived using non-linear regression analysis with variable slope (four parameters).
Data are presented as mean +/- SD (B) Emin, Emax, Log IC50, and IC50 values were derived
using non-linear regression analysis with variable slope (four parameters). Data are
presented as mean and 95% CI. n=6, experiments carried out on 2 different days
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Figure 3.29. The Effect of AM630 Antagonism on CP 55,940-Dependant β-Arrestin
Recruitment to CB2-Tango
CB2- Tango concentration response curve represents the effect of the CB2 selective
inverse agonist AM630 on CP 55,940-induced β-arrestin2 mobilization in HTLA cells
treated with 125 nM CP 55,940 and increasing concentrations of AM630. HTLA cells
are transiently transfected with 25 ng CB2-Tango cDNA and pre-treated with antagonist
for 30 min before 8 hr of incubation with a combination of agonist and antagonist. %
Luminescence data were generated by normalizing RLU to cells treated with CP 55,940
only (125 nM; expressed as 100% Luminescence) within plates. (A) Curve generation
was derived using non-linear regression analysis with variable slope (four parameters).
Data are presented as mean +/- SD (B) Emin, Emax, Log IC50, and IC50 values were derived
using non-linear regression analysis with variable slope (four parameters). Data are
presented as mean and 95% CI. n=6, experiments carried out on 2 different days
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Figure 3.30. The Effect of CB2 on AM251 Antagonism of CP 55,940-Dependant βArrestin Recruitment to CB1-Tango
Tango concentration response curves the effect of the CB1 selective inverse agonist
AM251 on CP 55,940-induced β-arrestin2 mobilization in HTLA cells treated with 125
nM CP 55,940 and increasing concentrations of AM251. HTLA cells are transiently
transfected with either 25 ng CB1-Tango or 25 ng each of CB1-Tango and 3xHA-CB2
cDNA and pre-treated with antagonist for 30 min before 8 hr of incubation with a
combination of agonist and antagonist. % Luminescence data were generated by
normalizing RLU to cells treated with CP 55,940 only (125 nM; expressed as 100%
Luminescence) in cells transfected with CB1-Tango only. Normalization was carried out
within plates before combining with replicate data. (A) Curves are fit using non-linear
regression analysis with variable slope (four parameters). Data are presented as mean +/SD (B) Emin, Emax, Log IC50, and IC50 values were derived using non-linear regression
analysis with variable slope (four parameters). Data are presented as mean and 95% CI.
n=6, experiments carried out on 2 different days. * indicates p < 0.05
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Figure 3.31. The Effect of CB1 on AM251 Antagonism of CP 55,940-Dependant βArrestin Recruitment to CB2-Tango
Tango concentration response curves the effect of the CB1 selective inverse agonist
AM251 on CP 55,940-induced β-arrestin2 mobilization in HTLA cells treated with 125
nM CP 55,940 and increasing concentrations of AM251. HTLA cells are transiently
transfected with either 25 ng CB2-Tango or 25 ng each of CB2-Tango and
CB1_pcDNA3.1 cDNA and pre-treated with antagonist for 30 min before 8 hr of
incubation with a combination of agonist and antagonist. % Luminescence data were
generated by normalizing RLU to cells treated with CP 55,940 only (125 nM; expressed
as 100% Luminescence) in cells transfected with CB2-Tango only. Normalization was
carried out within plates before combining with replicate data. (A) Curves are fit using
non-linear regression analysis with variable slope (four parameters). Data are presented
as mean +/- SD (B) Emin, Emax, Log IC50, and IC50 values were derived using non-linear
regression analysis with variable slope (four parameters). Data are presented as mean
and 95% CI. n=6, experiments carried out on 2 different days. * indicates p < 0.05; ~
indicates that the curve generated was an ambiguous fit.
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Figure 3.32. The Effect of CB2 on AM630 Antagonism of CP 55,940-Dependant βArrestin Recruitment to CB1-Tango
Tango concentration response curves the effect of the CB2 selective inverse agonist
AM630 on CP 55,940-induced β-arrestin2 mobilization in HTLA cells treated with 125
nM CP 55,940 and increasing concentrations of AM630. HTLA cells are transiently
transfected with either 25 ng CB1-Tango or 25 ng each of CB1-Tango and 3xHA-CB2
cDNA and pre-treated with antagonist for 30 min before 8 hr of incubation with a
combination of agonist and antagonist. % Luminescence data were generated by
normalizing RLU to cells treated with CP 55,940 only (125 nM; expressed as 100%
Luminescence) in cells transfected with CB1-Tango only. Normalization was carried out
within plates before combining with replicate data. (A) Curves are fit using non-linear
regression analysis with variable slope (four parameters). Data are presented as mean +/SD (B) Emin, Emax, Log IC50, and IC50 values were derived using non-linear regression
analysis with variable slope (four parameters). Data are presented as mean and 95% CI.
n=6, experiments carried out on 2 different days. * indicates p < 0.05
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Figure 3.33. The Effect of CB2 on AM630 Antagonism on CP 55,940-Dependant βArrestin Recruitment to CB2-Tango
Tango concentration response curves the effect of the CB2 selective inverse agonist
AM630 on CP 55,940-induced β-arrestin2 mobilization in HTLA cells treated with 125
nM CP 55,940 and increasing concentrations of AM630. HTLA cells are transiently
transfected with either 25 ng CB2-Tango or 25 ng each of CB2-Tango and
CB1_pcDNA3.1 cDNA and pre-treated with antagonist for 30 min before 8 hr of
incubation with a combination of agonist and antagonist. % Luminescence data were
generated by normalizing RLU to cells treated with CP 55,940 only (125 nM; expressed
as 100% Luminescence) in cells transfected with CB2-Tango only. Normalization was
carried out within plates before combining with replicate data. (A) Curves are fit using
non-linear regression analysis with variable slope (four parameters). Data are presented
as mean +/- SD (B) Emin, Emax, Log IC50, and IC50 values were derived using non-linear
regression analysis with variable slope (four parameters). Data are presented as mean
and 95% CI. n=6, experiments carried out on 2 different days. * indicates p < 0.05
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Figure 3.34. The Effect Antagonism on CP 55,940-Dependant β-Arrestin
Recruitment in Cells Co-Transfected with CB1-Tango and CB2-Tango
Histograms represent β-arrestin2 mobilization in HTLA cells treated with 125 nM CP
55,940 alone or in combination with 500 nM AM251 or AM630. Controls included cells
treated with vehicle (OptiMEM I SFM with 0.1% MeOH and 0.1% DMSO) or 500 nM
AM251 or AM630 alone. Drug treatments in HTLA cells transiently transfected with 25
ng or both CB1-Tango and CB2-Tango cDNA were compared to cells transfected with 25
ng CB1-Tango (A) or 25 ng CB2-Tango cDNA (B). Cells were pre-treated with
antagonist for 30 min before incubation with CP 55,940 and indicated antagonist.
Differences in % Luminescence values between treatment groups were evaluated using
two-way ANOVA with Tukey’s post hoc test of significance. Data are presented as mean
and SD. n=3 independent experiments carried out on 3 different days. * indicates p <
0.05 compared to vehicle treated cells; ^ indicates p < 0.05 compared to cells treated with
125 nM CP 55,940 only; # indicates p < 0.05 compared to cells treated with 125 nM CP
55,940 and 500 nM AM251; ~ indicates p < 0.05 between the indicated groups.
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Figure 3.35. The Effect of Antagonism on CP 55,940-Dependant β-arrestin
Recruitment in Co-Transfected Tango/Non-Tango Cells
Histograms represent β-arrestin2 mobilization in HTLA cells treated with 125 nM CP
55,940 alone or in combination with 500 nM AM251 or AM630. Controls included cells
treated with vehicle (OptiMEM I SFM with 0.1% MeOH and 0.1% DMSO) or 500 nM
AM251 or AM630 alone. HTLA cells were transiently transfected with either 25 ng
CB1-Tango, 25 ng each of CB1-Tango and 3xHA-CB2 cDNA (A), 25 ng CB2-Tango, or
oCB2-Tango and CB1_pcDNA cDNA (B). Cells were pre-treated with antagonist for 30
min before incubation with CP 55,940 and indicated antagonist. Differences in %
Luminescence values between treatment groups were evaluated using two-way ANOVA
with Tukey’s post hoc test of significance. Data are presented as mean and SD. n=3
independent experiments carried out on 3 different days. * indicates p < 0.05 compared
to vehicle treated cells; ^ indicates p < 0.05 compared to cells treated with 125 nM CP
55,940 only; # indicates p < 0.05 compared to cells treated with 125 nM CP 55,940 and
500 nM AM251; ~ indicates p < 0.05 between the indicated groups.
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CHAPTER 4: DISCUSSION
4.1 Summary
The goal of this research was to test whether alterations in cell signalling observed
in cells co-expressing CB1 and CB2 was a result of changes in the interaction between
these individual receptors with β-arrestin following receptor activation when both
receptors were present. We started by optimizing the conditions necessary to use the
Tango-reporter assay to detect interactions between CB1 or CB2 and β-arrestin when both
receptors were expressed and quantify the dose-dependent effect of agonist on this
interaction. Allosteric interactions between CB1 and CB2 were detected when these
receptors were co-expressed. Specifically, we noted an allosteric inhibition in β-arrestin2
recruitment to CB1 following non-selective agonism in the presence of CB2. Similarly,
we observed inhibition in β-arrestin2 recruitment to CB2 following non-selective agonism
in the presence of CB1. Selective antagonism of either CB1 or CB2 resulted in an
apparent potentiation in β-arrestin2 to recruitment to the other co-expressed receptor.
This data supports the published evidence of CB1/CB2 heteromer formation and
alterations in cannabinoid receptor pharmacology of CB1/CB2 heteromers relative to the
activity of singly expressed cannabinoid receptors (Callén et al. 2012; Sierra et al. 2015;
Navarro, Borroto-Escuela, et al. 2018).
4.2 Lipofectamine®3000 Transfection Reduced CB1- and CB2-Tango Assay
Sensitivity Relative to PEI Transfection
The Tango β-Arrestin2 recruitment luc reporter assay has classically been used in
medium to high throughput assays to test a wide range of compounds against different
receptors to screen for novel drug targets (Kroeze et al. 2015; Dogra et al. 2016). The
published use of the Tango assay to detect GPCR heteromer-dependant changes in β118

arrestin2 recruitment has been a recent development and data are limited (Ang et al.
2018; Gao et al. 2018; Mores et al. 2019). To our knowledge there have been no
published studies documenting the use of the Tango assay to detect changes in β-arrestin2
recruitment to the CB1/CB2 heteromer. Firstly, by testing agonist incubation times of 6,
8, and 18 hr with CP 55,940, it was evident that agonist incubation time was an essential
factor to consider when measuring dose-dependant, saturable tTA-dependant luciferase
reporter gene transcription. Secondly, we found that the transfection reagent used had a
significant effect on Tango assay sensitivity. Lastly, before combining replicate data
from independent experiments, we found that standardizing data to a predefined dose was
important to help reduce inter-plate variability due to differences in RLU.
The finding that time-dependant luciferase expression was not the same between
CB1-Tango and CB2-Tango following CP 55,940 activation is an important detail when
using the Tango β-arrestin2 reporter assay to study heteromer interactions. For example,
an agonist incubation time of 6 hr was sufficient to generate a saturable CP 55,940 doseresponse curve in cells transfected with CB2-Tango cDNA, but not CB1-Tango. This
finding was consistent with the reported receptor-dependant variability in GPCR-Tango
receptor activity within the Tango assay (Kroeze et al. 2015). Despite achieving
saturable, dose-dependant luciferase expression following incubation with CP 55,940, our
early pilot experiments showed low fold-change activity over vehicle stimulated cells that
correlated with poor assay sensitivity, as indicated by Z’ factor calculations. Low assay
sensitivity was not improved by serum starvation but was significantly improved by
changing our transfection medium from the lipid based Lipofectamine® 3000 to the
polymeric PEI reagent. Upon further consideration, we believe that the lipid-based
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profile of Lipofectamine® 3000 may interfere with cannabinoid-Tango receptor activity.
Endocannabinoids are uncharged lipophilic transmitters that diffuse within and across the
plasma membrane down a concentration gradient (Zou and Kumar 2018). We propose
here that the use of the lipofectamine reagent may be interfering with the lipid
concentration gradient in a way that affects cannabinoid drugs from activating the CB1
and CB2 receptors. Furthermore, it has been documented that cannabinoid receptors,
especially CB1, commonly exhibit intracellular localization in endosomal or lysosomal
compartments in addition to expression on the plasma membrane (Brailoiu et al. 2011).
This distribution corresponded to CB1 and CB2 immunostaining of cells co-transfected
with both receptors. With this logic in mind, it would follow that reducing the ability for
CP 55,940 to pass the plasma membrane would decrease CBr-Tango activation and
impede Tango assay luc reporter activity. Switching transfection methods to a non-lipidbased reagent such as PEI could therefore explain the difference in assay sensitivity. Of
course, it is possible that Lipofectamine is affecting the HTLA cells in some way that we
have not considered, as Lipofectamine has been shown to lead to potentially unintended
signaling and phenotype changes in certain cell types (Guo et al. 2019). It is important to
note that the findings in this section were not part of our original hypothesis or
experimental plan, and experiments would require repeated testing with more thoughtful
planning to confirm the findings and theories regarding the effect of Lipofectamine on
cannabinoid receptor activity.
4.3 CB1 and CB2 Co-Localize Following Transient Transfection in HEK293T Cells
We showed qualitative evidence, through dual immunostaining, that CB1 and CB2
co-localized at the cell membrane following transient plasmid transfection in HEK293T

120

cells. Co-localization following transient transfection in HEK293T cells has been
documented and was shown through BRET to coincide to CB1/CB2 heteromer formation
(Callén et al. 2012). In addition to published CB1/CB2 heteromer formation in SH-SY5Y
cells, Pinealocyte cells, nucleus accumbens and globus pallidus slices (Callén et al.
2012), cultured and primary microglia (Navarro et al. 2018), Pallidothalamic projection
neurons, and Globus pallidus slices (Sierra et al. 2015), we feel confident in using colocalization as the minimum required evidence to indicate CB1/CB2 heteromer formation.
Of note, we also showed that co-transfection does not always lead to co-expression of the
desired receptors, and even in co-expressing cells the receptors are not always colocalized. We feel that this is a noteworthy detail that is not currently addressed in the
literature. More specifically, heteromer studies appear to commonly assume heteromer
formation in all cells following co-transfection, and often present data to support this
claim. For example, Callén et al. (2012) showed that antagonism of CB1 or CB2 in SHSY5Y cells endogenously expressing CB1 and transiently transfected with CB2 was able
to maximally inhibit pAkt signaling through the partner receptor, which suggests that
antagonising one receptor causes complete loss of signaling from the partner receptor.
Furthermore, this data would imply that they achieved 100% transfection efficiency
following PEI transfection of this cell line. Based on our immunostaining, we propose
that populations of transiently transfected cells are more likely made up of CB1 or CB2 or
CB1/CB2 expressing cells, and that cells co-expressing both receptors express a mixed
population of receptor monomers, homomers, and heteromers.
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4.4 CB1 and CB2 Display Negative Allosteric Modulation of β-arrestin2 Recruitment
in Co-Transfected HTLA Cells Following CP 55,940 Agonism
Following agonist-mediated cannabinoid receptor activation, β-arrestin2 is rapidly
mobilized to promote receptor desensitization and internalization via clathrin-coated
endocytosis (Ibsen et al. 2019). Receptor endocytosis and desensitization mark the
cessation of G-protein-dependant signaling, in addition to the transduction of β-arrestindependant signaling cascades (DeFea, 2011). The dynamic balance between β-arrestindependant signal modulation, adjustment of receptor surface density, and receptor
sequestration is an important process in cell homeostasis and function (Kovacs et al.
2009). Non-selective agonism of cannabinoid receptor heteromers, such as the CB1/D2L
heteromer, results in changes in β-arrestin2 recruitment relative to agonism of either
receptor partner alone (Bagher et al. 2017). Cells co-expressing CB1 and CB2 exhibit
different signaling patterns than cells expressing CB1 or CB2 alone, which has been
attributed to heteromer formation (Callén et al. 2012; Navarro et al. 2018; Navarro et al.
2020). To date, there has been no published data which directly compared β-arrestin2
recruitment in cells co-expressing CB1 and CB2 relative to cells expressing either receptor
alone. Here, we found that non-selective agonism with CP 55,940 in HTLA cells cotransfected with CB1 and CB2 cDNA (at a 1:1 ratio) lead to a significant reduction in βarrestin2 recruitment to both receptors, relative to the transfection of either receptor
alone. The reduction in β-arrestin2 recruitment was unique to cells transfected with CB1
and CB2 cDNA and was not noted in cells transfected with combinations of plasmid DNA
encoding the same receptor (ie. CB1-Tango and CB1, or CB2-Tango and CB2) under the
same conditions (Fig. 4.1/ Fig. 4.2). This effect appeared to be dependant on the relative
mass of transfected plasmids. Combining CB1-Tango and CB2-Tango plasmids did not
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change CP 55,940-induced luminescence relative to cells transfected with CB1-Tango
alone, but roughly doubled luminescence relative to cells transfected with CB2-Tango
alone (Fig. 4.3). Because the noted decreases in β-arrestin2 recruitment was unique to
cells transfected with CB1 and CB2 plasmids, and the summative luminescence from cells
transfected with CB1-Tango and CB2-Tango was less than expected by adding
luminescence from cells expressing CB1-Tango and CB2-Tango alone, we believe that
decreases in β-arrestin2 recruitment are due to specific allosteric interactions between
CB1 and CB2. Importantly, we are unable to determine if the functional units forming the
heteromer are monomeric receptors or homomers (Fig. 4.1A/ Fig. 4.2A). Homomer
formation is documented with the CB1 receptor (Bagher 2017), and CB1 can form higher
order oligomeric structures with D2L, composed of CB1 and D2L homomers. CB2
homomers have detected by mass spectroscopy and homo-bifunctional crosslinking
(Filppula et al. 2004; Singh et al. 2012) but have not been confirmed using direct
biophysical methods.
Negative allostery following non-selective receptor agonism of CB1 and CB2 has
been documented, albeit not with respect to β-arrestin2 recruitment. This form of
negative allostery, whereby agonist treatment of both receptors leads to a decrease in
functional activity, has been termed negative crosstalk and evidence of this interaction
between CB1 and CB2 has been measured as changes in the accumulation of secondary
messengers and altered phosphorylation of signalling proteins down stream of receptor
activation. Negative cross talk occurs in the pAKT pathway and affects neurite
outgrowth in SH-SY5Y cells using the CB1 selective agonist ACEA and CB2 selective
agonist JWH133 (Callén et al. 2012). The cAMP and pERK1/2 pathways are affected by
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negative crosstalk in resting (but not M1) N9 and primary striatal microglia following
combined ACEA and JWH133 treatment, and treatment with the endocannabinoids 2-AG
or AEA, respectively (Navarro et al. 2018). Similarly, negative crosstalk affects the Gαidependant cAMP pathway following THC treatment in HEK293T cells (Navarro et al.
2018). β-arrestin1/2 recruitment can directly or indirectly modulate pAkt, pERK1/2, and
cAMP signaling (Kovacs et al. 2009; Jean-Charles et al. 2017; van Gastel et al. 2018). In
active (M1) microglia, co-agonism of CB1 and CB2 has been shown to potentiate Gαi
signalling to further decrease cAMP and increase G-protein dependant, early pERK1/2
activity (Navarro et al. 2018). Based on the relationship between β-arrestin1/2 and Gprotein signalling (that is, β-arrestin1/2 effectively stops G-protein activity following
mobilization to the activated receptor), this observation fits with our finding. Essentially,
our observed decrease in β-arrestin2 recruitment, could explain previously documented
increases in Gαi signalling under similar conditions. Interestingly, this relationship was
not noted in resting microglia, where co-agonism negatively modulated Gαi-dependant
reductions in cAMP and early pERK1/2 activity (Navarro et al. 2018). While these
results appear contradictory, it is important to remember that CB2 protein expression is
significantly upregulated following microglial activation to the M1 phenotype (Ashton
and Glass 2007), which implies that cannabinoid receptor stoichiometry may influence
CB1/CB2 heteromer dependant signaling paradigms. Interestingly, we did not find any
significant difference in β-arrestin2 recruitment to either CB1 or CB2 following nonselective agonism in cells transfected with 5:1 CB1-Tango and CB2, or CB2-Tango and
CB1 cDNA. It is important to note that in our case, the Tango assay measured the
summative accumulation of luciferase from cumulative β-arrestin2 recruitment over 18
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hr, and we cannot rule out that low level expression did not lead to small differences in βarrestin2 recruitment that were below our detection limits. Unexpectedly, there was a
significant decrease in β-arrestin2 recruitment to CB2-Tango when transfected 1:2 with
CB2. While it is tempting to rule this out as an artifact, allostery between receptors in
GPCR homomers has been proposed (Smith and Milligan 2010) and we cannot rule out
the possibility of stoichiometric and/or conformation-dependant induction of CB2/CB2
homomers with properties distinct from CB2 monomers. We also propose that if both
receptors recruit β-arrestin2 following heteromer formation, that the formation of a
CB1/CB2 heterotetramer, composed of CB1 and CB2 homomers is possible.
4.5 CB1/CB2 Heteromers Display Atypical Antagonism Following AM251 and
AM630 Treatment.
GPCR heteromers can display cross-antagonism. Cross antagonism occurs when
selective antagonism of one receptor partner within a heteromer effectively inhibits
activation of its partner receptor (Smith and Milligan 2010). We found that in cells cotransfected with CB1-Tango and CB2-Tango cDNA, AM251 appeared less efficacious at
inhibiting β-arrestin2 recruitment relative to CB1-Tango only cells, and AM630 was less
efficacious relative to CB2-Tango only cells (Table 4.1). While this decreased effect
could be reasonably be explained by the presence of another Tango receptor which was
also activated by CP 55,940, we also measured the effect of antagonism in cells cotransfected with CB1-Tango and CB2, and CB2-Tango and CB1. Under these conditions,
pre-incubation with AM630 in cells co-transfected with CB1-Tango and CB2 lead to a
moderate, but significant increase in arrestin recruitment to CB1-Tango (Fig. 4.4A),
relative to cells transfected with CB1-Tango alone and treated with AM630. Similarly,
pre-incubation with AM251 in cells transfected with CB2-Tango and CB1 resulted in
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a significant increase in β-arrestin2 recruitment to CB2-Tango (Fig. 4.4B) relative to
AM251 treatment in cells transfected with CB2-Tango only, where AM251 had no effect.
This AM251-dependant increase in β-arrestin2 recruitment to CB2-Tango was likewise
significantly higher than cells treated with CP 55,940 alone. In short, it appears that
antagonism of either CB1 or CB2 in heteromer, acts to block the reduction in β-arrestin2
recruitment to either receptor following their co-activation, or may potentiate β-arrestin2
recruitment to the partner receptor (Fig. 4.4). To our knowledge, no studies have
published data examining the effect of selective antagonism of β-arrestin2 recruitment in
CB1/CB2 heteromers, although patterns of cross antagonism have been documented in the
pAkt pathway and neurite outgrowth in SH-SY5Y cells, and in the early pERK1/2
pathway in rat globus pallidus slices (Callén et al. 2012); and the cAMP and pERK1/2
pathways in resting and pro-inflammatory N9 and primary striatal microglia (Navarro et
al. 2018). While this data creates a very complicated story, and highlights some very
complex pharmacology, we do propose a few theories behind this puzzling interaction.
Firstly, we must address our antagonists, their relationship with cannabinoid receptors,
and their relationship to our agonist CP 55,940. As expected, AM251 was able to
selectively inhibit CP 55,940-dependant agonism in CB1-Tango transfected cells, while
having no effect on CP 55,940 activation of CB2-Tango. What we cannot resolve,
however, is how AM251 is achieving this outcome. Radioligand binding studies using
(3H)CP 55,940 and (123I)AM251 indicate that CP 55,940 and AM251 likely occupy
distinct binding locations on CB1, as the IC50 of cannabinoid ligands such as
methanamide, WIN 55212-2, and non-labeled CP 55,940 to displace the radiolabelled
ligands was significantly different between the two (Gatley et al. 1997). If it is true that
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CP 55,940 and AM251 interact with different regions of the CB1 receptor, then it is
possible that we are observing an effect of ligand-dependant allostery, on top of
heteromer-dependant allostery. The relative selectivity of AM630 was low and AM630
produced significant inhibition of CP 55,940-dependant β-arrestin2 recruitment to CB1Tango. It is possible that AM630 is binding allosterically to the CB1 receptor.
Theoretically, allosteric binding might make AM630 appear selective to CB2, as it may
not displace a radiolabelled reference ligand which was binding to the orthosteric pocket.
Under such conditions, it could still having efficacy towards inhibition of β-arrestin2
recruitment, as noted in the Tango assay. In addition, AM630 has been identified as a
protean ligand, whereby its actions are highly dependent on its chemical and cellular
environment (Bolognini et al. 2012). We therefore cannot rule out that AM630 itself
exerts actions on the CP 55,940 activated CB1/CB2 heteromer that are distinctly different
than its actions on CB1 or CB2 alone. Furthermore, it is possible that we have revealed a
novel mechanism of the CB1/CB2 heteromer, whereby antagonism of one receptor
enhances the effect of agonist activation in the partner receptor. While this has not been
documented within the CB1/CB2 heteromer, this has been noted within the CXCR2/ΔOR
heteromer (Parenty et al. 2008).
4.6 Limitations of This Study
Heterologous Expression
The use of heterologous expression systems in HEK293T has a number of
limitations that limit extrapolation our results to an endogenous system. Firstly, transient
transfection results in three cell population including: 1) cells that successfully express
both receptors, 2) cells that only express one receptor, and 3) cells that do not express
either receptor. While cells that did not express any receptor would be silent within the
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mixed population with respect to the Tango reporter, cells expressing only one Tango
receptor despite co-transfection would act in the same manner as cells transfected with
only one Tango plasmid. This could result in an alteration in the noted CP 55,940induced change in β-arrestin2 recruitment in cells co-expressing CB1 and CB2 than that
expected if all cells had been co-transfected and expressed all receptors of interest. While
we are hesitant to fully accept that all cells co-express CB1 and CB2 in regions where
CB1/CB2 heteromers form, we cannot discount this possibility, or ignore the potential
differences between this scenario and the data presented in this thesis. Furthermore, it is
important to highlight those findings from our modified plasmids, in modified HEK293T
cells, may not be the same in different cell lines, or in a fully functioning biological
system, as has been shown when comparing signalling in HEK293T and SH-SY5Y cell
lines (Alberts et al. 2000). We do not, however, feel that this fact undermines the validity
of our findings, or the importance of the added benefit of control in experimental cellbased research.
Dual Immunofluorescence
Transfection of plasmids into HEK293T cells was carried out using PEI. Because
These experiments were not repeated (n=1), quantified, or mirrored using
Lipofectamine3000, our ability to infer anything from this qualitative data is inherently
limited. Furthermore, dual immunofluorescence was carried out using non-tango
plasmids, and may not be a true reflection of the expression patterns of the Tango
plasmids. While they are all controlled by the CMV promoter, the Tango receptors are
FLAG- and Tango-tagged, while non-tango plasmids are either untagged (CB1) or 3xHAtagged (CB2). These differences would logically result in plasmids of different sizes for
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each receptor of interest, and plasmid size has been identified as an important factor in
transfection efficiency (Pezzoli et al. 2017).
Tango
Tango plasmids encode for receptors with C-terminal tail modifications, which
allow for the transcription of luciferase (Kroeze et al.2015). These modifications include
replacement of the cognate receptor tail with the C-terminal of the V2 receptor, which is
known to recruit β-arrestin2 more robustly than CB1 or CB2 (Ibsen et al. 2019). This
modification may exaggerate the reported differences in β-arrestin2 recruitment in the
experiments presented in this thesis.
4.7 Significance and Future Directions
Heteromer formation is a beautiful example of evolutionary parsimony in action.
Instead of the biological cost of expansion of unique receptor types, the combination of
entropy, natural selection, and time has allowed for the interaction between pre-existing
protein receptors to create novel pathways and responses in different cell populations and
in response to physiological and pathological state. Our research adds to the body of
literature supporting the observations that CB1/CB2 heteromers have unique
pharmacology compared to individual receptors. The observation that these receptors
negatively regulate β-arrestin recruitment provides a mechanism to understand the change
in signalling cells co-expressing both receptors. Without experiments to link β-arrestin
recruitment and signaling, we reasonably limit our extrapolations of the physiological
significance of this interaction. What we can say is that the current literature has shown
that the CB1/CB2 heteromer is more abundant in neuronal and non-neuronal populations
of the CNS, specifically in regions of the basal ganglia in vivo (Sierra et al. 2015;

129

Navarro et al. 2018) and that there is potential for changes in the distribution of
heteromers and response to ligands under such conditions. While much research is yet to
be done to understand the precise function of the CB1/CB2 heteromer, it is not a stretch to
say that its limited distribution may one day provide a more specific target for
cannabinoid therapy in the CNS than can be currently offered through targeting the CB1,
which is widely expressed in the CNS.
Future directions in the study of the CB1/CB2 heteromer using Tango will
investigate the effect of potent and selective agonism on β-arrestin2 recruitment to CB1
and CB2 in co-transfected cells. In addition, we feel that the use of selective, neutral
antagonists would allow us to better interpret the effect of cross-antagonism at the
CB1/CB2 heteromer. In addition, biophysical methods such as BRET2 or Bi-fluorescence
complementation should be used to study ligand and/or time-dependant patterns of
cannabinoid heteromer formation. These methods can test interactions between
fluorescent-labeled receptors over a shorter time than Tango and can be expanded to
include protein interactions between the CB1/CB2 heteromer and G-proteins, β-arrestin1
and/or β-arrestin2. We also feel that the use of cells stably expressing CB1 or CB2 would
be of great benefit. Our dual immunostaining demonstrated that transient co-transfection
does not always lead to co-expression of your proteins of interest. Stably transfected
cells would provide a much higher likelihood that all cells in culture were, at minimum,
expressing the stably transfected receptor. Using stably transfected cells, we could use
western blotting or quantitative immunofluorescence (On/In-Cell WesternTM; Li-Cor
Biosciences, USA) to detect changes in cAMP, early and late pERK1/2, and cellular
localization of CB1 and CB2 proteins following co-transfection. Furthermore, we could
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understand how these functional aspects of heteromer behavior change depending on the
use of different drugs, and over time. We could likewise transfect BRET-based plasmids
to study heteromer formation and signaling in the same cell types. As cannabinoid
receptor function has been shown to be highly dynamic based on the cell being studied
(Shenglong Zou and Ujendra Kumar 2018), we feel that the only way to truly compare
protein interactions and signaling events is by studying them in the same cell type.
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Figure 4.1. Protein-Protein Allostery Reduces β-Arrestin2 Recruitment to CB1
Following Non-Selective CP 55,940 Agonism
CP 55,940 agonism in HTLA cells transfected with CB1-Tango only was used as the
primary reference point for β-arrestin2 recruitment to CB1. The Tango assay cannot
differentiate from receptors acting as monomers, or homomers, so this must be
considered while interpreting results (A). Co-transfection of CB1-Tango and CB1 did not
result in any change in β-arrestin2 recruitment to CB1-Tango following CP 55,940
agonism (B). Co-transfection of CB1-Tango and CB2 resulted in an approximate 25%
reduction in β-arrestin2 recruitment to CB1-Tango following non-selective CP 55,940
agonism (C). ‘+ signs’ indicate strength of luciferase expression and intensity of βarrestin2-dependant luminescence output following CP 55,940-induced receptor
activation.
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Figure 4.2. Protein-Protein Allostery Between Cannabinoid Receptors Reduces βArrestin2 Recruitment to CB2 Following Non-Selective CP 55,940
Agonism
CP 55,940 agonism in HTLA cells transfected with CB2-Tango only was used as the
primary reference point for β-arrestin2 recruitment to CB2. The Tango assay cannot
differentiate from receptors acting as monomers, or homomers, so this must be
considered while interpreting results (A). Co-transfection of CB2-Tango and CB2 did not
result in any change in β-arrestin2 recruitment to CB2-Tango following CP 55,940
agonism (B). Co-transfection of CB2-Tango and CB1 resulted in an approximate 25%
reduction in β-arrestin2 recruitment to CB2-Tango following non-selective CP 55,940
agonism (C). ‘+ signs’ indicate strength of luciferase expression and intensity of βarrestin2-dependant luminescence output following CP 55,940-induced receptor
activation.
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Figure 4.3. Protein-Protein Allostery Between Cannabinoid
Receptors Reduces β-Arrestin2 Recruitment Following
Non-Selective Agonism
CP 55,940 agonism in HTLA cells transfected with CB1-Tango and CB2Tango resulted in lower luminescence than the summation of
luminescence from cells expressing CB1-Tango or CB2-Tango alone.
Luminescence intensity was no different than cells expressing CB1-Tango
alone, and two times as intense as cells expressing CB2-Tango alone. We
propose that CB1 and CB2 both recruit β-Arrestin2 while in complex
following non-selective agonism. Protein allostery, however, reduces the
relative efficacy of CP 55,940 to promote β-Arrestin2 to either receptor by
approximately 25%.
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Figure 4.4. Protein-Protein Allostery Between CB1 and CB2 Increases β-arrestin2
Recruitment to Cannabinoid Receptors Following Antagonism
AM630 treatment in cells co-transfected with CB1-Tango and CB2 leads to a 15%
reduction in β-arrestin2 recruitment relative to CP 55,940 treatment. In cells transfected
with CB1-Tango alone, AM630 treatment reduced β-arrestin2 recruitment by ~29%.
AM630 may compete with CP 55,950 binding at the orthosteric site or bind to an
allosteric ligand binding pocket. AM630 treatment increased β-arrestin2 recruitment to
CB1-Tango when co-expressed with CB2 (A). AM251 treatment in cells co-expressing
CB2-Tango and CB1 increased β-arrestin2 recruitment to CB2-Tango by ~46% relative to
CP 55,950 treatment. AM251 had no effect on CP 55,940-induced β-arrestin2
recruitment to CB2-Tango in the nanomolar range. AM630 treatment increased βarrestin2 recruitment to CB2-Tango when co-expressed with CB1 (B).
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Table 4.1 Comparison of β-arrestin2 Mobilization Between Transfection Groups
and Drug Treatments Used in This Thesis
Comparison of the effects of drug treatments between transfection groups. ‘+ signs’
correspond to approximate strength of β-arrestin2-induced luminescence. n/a indicates
that luminescence was not different than vehicle treated cells.
Transfection Condition

Drug Treatment

CB1-Tango

CP 55,940
CP 55,940 + AM251
CP 55,940 + AM630
CP 55,940
CP 55,940
CP 55,940 + AM251
CP 55,940 + AM630
CP 55,940
CP 55,940 + AM251
CP 55,940 + AM630
CP 55,940
CP 55,940
CP 55,940 + AM251
CP 55,940 + AM630
CP 55,940
CP 55,940 + AM251
CP 55,940 + AM630

CB1-Tango + CB1
CB1-Tango + CB2
CB2-Tango
CB2-Tango + CB2
CB2-Tango + CB1
CB1-Tango + CB2-Tango
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β-arrestin2
Recruitment
++++++
n/a
++++
++++++
++++
n/a
+++
+++
+++
+
+++
++
+++
+
++++++
+++
++++
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