CIV structural proteins:

>gi|11467051|ref |NP_042527.1| cytochrome oxidase subunit 1 and subunit 2 [Acanthamoeba
castellanii], 873 aa, 2371
MINRLLNNLTSFFTDNRWLFSTNHKDIGTLYLIFGGFSGIIGTIFSMIIR
LELAAPGSQILSGNSQLYNVIITAHAFVMIFFFVMPVMIGGFGNWFVPLM
IGAPDMAFPRLNNISFWLLPPSLFLLLCSSLVEFGAGTGWTVYPPLSSIV
AHSGGSVDLAIFSLHLAGISSLLGAINFITTIFNMRVPGLSMHKLPLFVW
SVLITAFLLLFSLPVLAGAITMLLTDRNFNTSFFDPSGGGDPILYQHLFW
FFGHPEVYILILPAFGIVSQIIGTFSNKSIFGYIGMVYAMLSIAVLGFIV
WAHHMYTVGLDVDTRAYFTAATMMIAVPTGIKIFSWIATLWGGQIVRKTP
LLFVIGFLILFTLGGLTGIVLSNAGLDIMLHDTYYVVAHFHYVLSMGAVF
AFFAGFYYWFWKISGYTYNEMYGNVHFWLMFIGVNLTFFPMHFVGLAGMP
RRIPDYPDNYYYWNILSSFGSIISSVSVIVFFYLIYLAFNNNNTPKLIKL
VHSIFAPYINTLSKNLLTFASIKSTSDSSFFKFSKFFIFFMVSLSVLFIF
YDSLLCLNDHTNSWKIGFQDPTTPIAYGIIKLHDHILFFLAVILFVVGYL
LLSTYKKFYYGSLNNDLPESKRISLFDTLINTYKENLSFNVTNRTYNINH
GTTIEIIWTILPAFILLFIAVPSFALLYAMDEIIDPVLTVKVIGHQWYWS
YEYSDYSVVYSNRMLDYDSIDRFAAMEMMYKGMGYLKDRSLLSYLYIPMV
IPETTIKFDSYMIHEAELNLGDLRLLKTDMPLFLPKNTHIRLLITSSDVL
HSWAVPSFGVKVDAVPGRLNQTSLYLKNTGTFYGQCSELCGVNHAFMPIE
VYVVNPVYFYNYVYIYFKNFNLI
>gi|11467056 |ref |NP_042532.1| cytochrome oxidase, subunit 3 [Acanthamoeba castellanii], 329
aa, 99D
MKLNYDFFLNKFNNVYNNDIRLVDLSNKWWYHNCRVHFAGNQKHSFHIVT
RSPWPLYSSIAALMFTFGLVMHMHNYFYGNLLSLAGFFLILLMMFVWWRD
VIRESTFSGYHTKKVQQOGLRLGVILFIISEVMFFFSFFWAFFHASLSPSV
VLGSVWPPLGINVLNPLKIPLLNTLILLLSGLTVITWSHHVIRDKSWQKFF
FSNSNNEEFKAPLLDNYVICAFALFLTVFLGLEFTVWQGYEYYKASFYIY
DGVYGSTFYMTTGLHGLHVIIGTLFLIVCFFRLIDLHFIYNHHFGYEAAT
WYWHFVDVVWIFLFLSIYCWGSGVDSFFK

>Coxl-c Contigl2260 (complete), 219 aa, 225E
MRRCITSSTLRGSFSSRAISSARSLAAPAHAHASAQPDASVYRSKQGGSF
EEALDINVVDVEDLFNPASGYWENPANWNDMDYVWKLKVERLQQELNIPA
EQAAKFRKEHDISKGYLTLEWILPSPPPEHTFEELPILKETEEEPATSFE
ARAARLLESAHKAKTVSAEHTQTFESLAKEFSFSDREKTAFKELLNRYAK
GQTPSFPNEYEEHAHDEHH

>CoxIV Contigl5163 (complete), 161 aa, BAS
MSRILRRGALSNTSATLNATAFAARRSFAASALRLASLKEPATSLDVESQ
DDTDARHTGMERLEKVPWTKLYEGDAILTGKFGTLEEPTIVHSWFPSRIV
GCQGSADHPHDILWHEVRRGRDTVCLECGQVFRLRPNLFHQLSEVEADLF
PPTEAKESAAH

>CoxVa Contigl3338 (complete), 94 aa, 4BC
MASRAAARVTKNRFALPLDHRATRPGFQAPWGSIDPAQEVRQSSVLMGVL
GGIFVSWGLFALTRRDNVRKLPESVKNKEWATVSEERLAKNRGA
>CoxVIa Contigl0747 (complete), 97 aa, 131D
MORTTPFLRSSAPSLLGRTSSRGFASAAGHGAHGNHAYGYYSAAGFGVVI
VAHLIIALQAHEHEHRHEYSHMHOMRKKFPFRDGTTPLFGLVDEEEH
>CoxVIb related Contig27789 (complete), 100 aa, BO09
MEQRKEPAAASTTPSSGGEGAANAPLVDAQKRERCWAARDAYHACIDGSK
TGGGEEECGAALRLYAAECPRSWLLHFEKRRKADQERSAREAAYQNRQORG
>CoxVIb Contigl2762 (complete), 148 aa, 1188
MSSTRIYSVVEDHEDKKAEEVEEEAPVEEEVQEEEAQEEEEEAGERTLGS
ILKPGVTTVEQFLOQFLHPHTPAYNPHFPNTNQTKHCWSSYINYTQCTKLK
GEGDAECRRFYVSARSLCPDEWLDSWAEAKEEDKFASPYDVTSEKSAH
>CoxVII Contigl6044 (complete), 80 aa, 1lAF3
MSSALHSARPLANTVIRRSTEKLYGQQAHIGREAQHRVIFLRTGQDKFFY
GVATSVAGAGIATLLFGATRLATGNGKREE

>Cox8a Contig4720 (complete) 80 aa, 2286 ---- NOT DETECTED ---
MNFLRRTPLSGVRSFALRGHGPSHGPDGFQLGQAVGTTLPFSTAQTAKPF



RVGLSTWGYFVAGIGLPTWAVWYSANKEAK

>Cox8b Contigll857 (complete) 81 aa, 2288
MNFLRRTPLSGVRTLFVRGHGPTHGPDGRLLGQGIGTTFPFSTAETAKKK
YHTGRAVWGYFVVGVVAPCWAVWFSANKEAK

CIV-associated proteins:

>Cox1ll Contigl6747 (complete)
MRRTAAARGLTSRPLRSWFSSSPSSTTAPLRLFSTTRPLGSLRSSPSRSGLWSPASLLRS
GTCRLPSSSPFLLTIRRAYATPGGKGGSKQEWQQKNKNMGMILTTLILGGIAISYASVPL
YORFCQVTGYGGTTRRVEESNMSSPDRWKKRPERPLTVKFYSNTNSNIPWVFYPLONEVK
LVPGESTLAFYRAENPSPDDIVGIASYNVVPAKAGIYFQKIQCFCFEEQLLPAKKGVDMP
VYFVIDPDFVDDPNMHDVESISLFYTFFRAKDFDDLNAQAYDESQOQKEQQTPHQLAQLQ
AVVEKKEETQT

>Cox17 Contigl0134 (complete)
MSSATATSSTSAAPAAAAAPTTNAAGKRICCVCKDTKKVRDECIFQFGEEKCQEPIELHK
VCLRSEGFDIQ

>Cox19 Contig22998 (incomplete C-terminus)
MTSHSMRNKAPLVLPPEKGSFPLDREQACSEKGSIYRTCLRDHNNSSSICRQKARDYFEC
RMDHGLMQREPWDKLGLGDDQIEEKSAPIDVHTKEQTGWVAGAKYR

>Cox23 Contig3955 (likely complete)
MEEERKPVSAREAARRRRAEQNQKHQQAAGINRHPCYELHQASLKCLEENDYAQGACTYS
FAAYKECLANQNEAKRAGEQKSIFG

>CMC1 cytochrome oxidase assembly factor Contigl5299 (complete)
MAQADASQTKTYRLSDDPSFLTNQEKNHIYRVQHKRAYKLCDPVVKPYVDCTKHRLISLL
WACRDEKAQMADCLHEVAERAREEVTEEYLRQROQAKRAAEDAALSKETAASS

>Scol Contigl3084 (probably complete)
MRSCRAASARNLTSAGFRACRQGASATRLYASGIIRDGCCKDNSLISTATRSLKTSVWPA
RSPLVRTQALPRRRAEEPSSTPGPAGGSNTRTSPPPPPEARPPQAPITWKSALLALGACG
VVLAYFEFEKAKRKPRIETAVAGTPSIGGPFTLVDQDGHVVTNHTFRGRYMLVYFGFTFC
PDICPAELAKVTKTLKILEEEEGITPGLVVPVFISVDPYRDTVGKIRSYLKDFHPSFVGL
TGTPQQVESMARSFRVYSSTSQHSEEDEDYLVDHSIFLYLMDKEGSFLSHHGSQYDAHAL
AQRIATDVRSKGDCPPSLWAQLKERGSNFVATFIH

>Pet100 Contig4380 (complete)
MDRFRSFVRRGLSLETFKFTLYLATPAGITVALLYPGQVNRLVSHFPFVVYPPEDPTIRE
ANDRFRQOQLEALERQSREAEQKAKQQQ

>Cox10 Contig23727 (incomplete) NOT DETECTED, 382 aa, 1982 .
MLPIPHLGVHALGRSAFNPVRLAVEGCSTSERSWGWNGAWSRAEQPGEAASGVCIFPSFP
HTVAHTKRVSFLOSIRETLAMYSELGKIKLGSMVVITTMAGYYMAPFSSFDLKRFALTSL
GTGLAVISANTFNHITEAKLDLRMVRTSTRPLPSGRMSSTHATMFGVITGIVGPALLMAR
VDNTAAALALANIVLYAGVYTPLKOMHPINTWVGSVVGAIPPMIGWVAVTKGKLDLGAWA
LGGLLFLWQIPHFLSLSFPLKEDYARAGYKMLSVTNVDAVMSLSYVFSAMLLPLGFVSSY
AGMTSWVYAIDSTLCNGYLLWMAHKFYTRRDTTSARKLFFASLIYLPLOMSLMMLQQEQP
PRODEQRKTKGKLDLGAWATWR

>Cox15 Contig7183 NOT DETECTED, 428 aa, FAE .
MRTSSSGVAPLFTSARPGIAARVFPRLATATNGAALRPATLLRRANSTVTHQATQPGVMP
KVAAATWHDVPTSMKVWIAGCTATVFGMVVVGGLTRLTESGLSMVDWGVLOMKPPITQEE
WEAEFDKYKQFPEYKKLNSKMTVEEFKSIYYYEWAHRNLGRFLGAAYTLPLLYFTARGHV
RGPLRTRLYATIAAGIGFQGLLGWYMVKSGLVEKDHPRVSQYRLAAHLGSAFVLYTAMLWT
TFDFVLTPLTTTAKLTTSAAASAAAASAPTVLKLQAKMRKYAHGVAGLVFLTAISGAFVA
GLDAGLIYTDFPYMGGQVVPNEILDMDPKWRNFTENDVTVQFQHRVLGITTFSSIVAMWL
WSRKVPLPPRSRLAMNALLGMASLOQVTLGIATLYTLVMTHVAATHQAGSLTLLSTATWLM
HELKRLPK

>Petl191 Contig2276 NOT DETECTED, 90 aa, 1739 .
MASSCKSLKEELVACLKISPCMQODKEKTFHECLKSKDEDEIGQCSKVRRGYFECKRGQLD
MRKRFKGNVDFIRKSPTQAPAQPPAAGGRS

>Surfl/Shyl (likely incomplete) NOT DETECTED, 284 aa, 17ES8 .
MPPRSSLGRAPLRSFANESREDIAARQODLKNFVGGGNKAAATKPASGEAGQVMEGGLAA
WEFWIFPAITVCLGTWQVYRWQEKKEMIRYRKERLLEPTVDLPPHLTDETLRDFEFRHVEV



SGKFDPVREFVVRPRTRDGONGGLLLTPFRRSDDGTIVLVNRGWIPAALMNDIVQRRAML
DRVSGDTRLFGLIRPGEKGGMFSPENKLADEQWYWFEVDKMROALGLDYTPALLDFLPRT
HTQCRRPIVTKLRDNHLNYIITWYSLTVALVATMLLKGRGRVRR



