>SdhA Contigl1902 (complete)
MRLSRFSRSSALKSSFAGSAGIRTAPSSGLFRRNYAVVSNATPQAGESQG
TLTSSYDVVDHTYDCVVVGAGGAGLRAALGLTEKGYKTACISKLFPTRSH
TVAAQGGINAALGNADNDDWRWHAYDTVKGSDWLGDQDAIHYMCREAPAS
VIELEHYGMPFSRTEEGKIYQRAFGGQSYNFGKGGQAHRCCAVADRTGHA
LLHTLYGQAVRHNCTFFIEYFALDLIMENGECRGVVALCLEDGKIHRFRS
HOQTVLATGGYGRTYLSATSAHTCTGDGNGMAVRAGLPCQDLEFVQFHPTG
IYGAGCLITEGSRGEGGILRNSDGERFMERYAPTAKDLASRDVVSRSITL
EIRAGRGVGKHKDHVLLDLSHIPADILAERLPGISETAKIFAGVDVTKEP
IPILPTVHYNMGGVPTNYHGEVVTKKGDNPDCVVPGLMAAGEAACVSVHG
ANRLGANSLLDIVVFGRAVANRVEETLKKDTPHKPLPKNAGLEATHNLDK
LRFANGKYRTAEVRDKMORVMONNAAVFRTGETLQEGVKLIDEVYDMFKE
VKTVDRSLVWNTDLVETLELONLLSQAVLTMHSAEARKESRGAHAREDFP
DRDDANWTKHTLSWMDMESGKVKLDYRPVHDKPLNDEMPYVPPVKRVY

>SdhB Contigl6868 (complete)
MRRITARSVTTPLFTSKTASLAGSARPLFGIVSAADKVVPKDGLVTVEVY
RWSADEKEKPYIQSYKLDVNNCAPMVLDALLKIKNEQDPTLSFRRSCREG
ICGSCAMNIDGTNTLACLKPVAESVTNGKIKIYPLPHLPVVRDLVPDLSN
FYEQHKSIQPYLQVDDHAALGSSKTEQLQTREDRKKLDGLYECILCACCS
TSCPSYWWAGNENKYLGPAILLQAYRWIADSRDQHTNQRLRALAKEDMKV
YACHTIMNCTKVCPKGLNPALAVAKVKKATLELDVQOKKQALAH

>SdhB isoform 2 (probably incomplete/incorrect ...
MLPMRQRIASSAVCTARSCVTRSPLKIAPTLTTSRTLHIPGLTKLDKTVP
ODGSTCTAPSIARVAQLPTKLTTCDMQOSWTSKCTAGRARRARSPTLRRYV
VNLIRFVPLGGALLNSLCPFLRNRSCREGICGSCSMNIDGQTTLACTKPI
KESITNGKIKIYPLPHMEVIRDLVTDLTHFFEQHREIRPYLMKNDDAALK
QOSKVEQHQSREDRRRLDGLYECILCACCSTSCPSYWWEGAQDDKFLGPAA
LLNAHRWISDTRDDFQADRLLAEADLKVYGCHQIMNCAVCPKNLNPGLST
ARMKDLSVQVADLDKKLEDKAATELATRKRMHHMPPVAGV

>SdhC Contig5019 (complete)
MLROQATARTAPLFAVRGTVTGLQVLSRSPVALATRTLATLPSDASTEAKP
NRPLSPHVSIYRFPLPALTSITNRATGGALTAGIYTAGALALFGAHDLPV
YIDAFKAAVPLLVYPTKLLVSFPFVYHTLAGIRHLYWDYTAKGLTLPEVY
TSSYALMGATALLTLGLTFYST

>SdhD Contig22329 (complete)
MRRATALFSARAAPSAAGASRGAARRLYATSTESSVLDTVLPATGAGKHR
LYRYTSIGLVTLIPIALVAPSSVVLPVDLALGFLLPITHAHIGMAHIVEDY
VPKAGRTAAGWGLMLATGIAVAGLLKLNVTGSGLTSSVKTLWRKEPLTTT
QKESSTA

almost no EST data) NOT DETECTED



