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Figure S55. High resolution mass spectrum of 7. [M-H]- 636.2468 found, 636.2450 
calculated. 
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APPENDIX II:  SUPPLEMENTARY INFORMATION FOR CHAPTER 3 
 

8.1 UrdGT2 Gene and Protein Sequences 

Native 
urdGT2 
nucleotide 
sequence 

gtgttcgcgctggccccgctggccaccgccgcccgcaacgccggccaccaggtcgtcatggcggccaaccaggacatg
ggaccggtcgttaccggagtgggcctgccggcggtcgcgaccaccgacctgccgatccgccacttcatcaccacggacc
gggagggccgtcccgaggccatcccttccgatcccgtggcacaggcacgtttcaccggccgctggttcgcccgcatggcc
gcctccagcctgccgcgcatgctggacttcagccgtgcctggcgtcccgacctcatcgtcggcggcacgatgagctacgtc
gcgcccctgctcgccctgcatctgggcgtgccgcacgcccgccagacatgggatgctgtcgatgccgacggcatccaccc
cggtgccgatgccgaacttcggcccgagctgagtgaactgggtctggaacggctgcccgccccggatctgttcatcgacat
ctgcccgccgagcctgcgccccgcgaacgccgcgcccgcccggatgatgcggcacgtcgcgacgagccgacagtgcc
cgctggaaccgtggatgtacacccgcgacacccgtcagcgtgttctcgtaacctccggcagcagggtcgcgaaggagag
ctacgacaggaacttcgacttcctgcgcggcctggccaaggatctcgtccgctgggatgtcgagctcatcgtcgccgcccct
gacaccgtcgccgaggccctccgcgccgaggtgccgcaggcacgggtcggctggacacccctggatgtcgtggcgccc
acctgcgacctgctggtccaccatgcgggcggtgtcagcacactgaccggcctgagcgcgggtgagccgcaactgctcat
ccccaagggctccgtcctggaggcgccggctcgccgcgtcgccgactacggagcggccatcgccctgctgccgggtga
ggactcgaccgaggcgatcgcggactcctgccaggagctgcacgccaaggacacctatgcccggcgagcccaggacct
ctcccgggagatctccggaatgcccctgcccgcgaccgtcgtcacagcgctcgaacagctggcgtga 

Native 
UrdGT2 
amino acid 
sequence 

VFALAPLATAARNAGHQVVMAANQDMGPVVTGVGLPAVATTDLPIRHFITTD
REGRPEAIPSDPVAQARFTGRWFARMAASSLPRMLDFSRAWRPDLIVGGTMS
YVAPLLALHLGVPHARQTWDAVDADGIHPGADAELRPELSELGLERLPAPDLF
IDICPPSLRPANAAPARMMRHVATSRQCPLEPWMYTRDTRQRVLVTSGSRVA
KESYDRNFDFLRGLAKDLVRWDVELIVAAPDTVAEALRAEVPQARVGWTPL
DVVAPTCDLLVHHAGGVSTLTGLSAGEPQLLIPKGSVLEAPARRVADYGAAIA
LLPGEDSTEAIADSCQELHAKDTYARRAQDLSREISGMPLPATVVTALEQLA* 

Optimized 
urdGT2 
nucleotide 
sequence 
with His-6 
tag 

gtcttcgccctcgccccgctcgccaccgccgcccgcaacgccggtcaccaggtcgtcatggcggccaaccaggacatgg
ggccggtcgtcaccggggtcggtctcccggcggtcgcgaccaccgacctcccgatccgccacttcatcaccacggaccg
ggagggccggcccgaggccatcccgtccgaccccgtggcccaggcccggttcaccggtcgctggttcgcccgcatggc
cgcctcctccctcccgcgcatgctggacttcagccgggcctggcggcccgacctcatcgtcggcggcacgatgtcctacgt
cgcgcccctgctcgccctgcacctgggcgtgccgcacgcccgccagacgtgggacgccgtggacgccgacggcatcca
ccccggcgccgacgccgaactccggcccgagctgtcggaactgggcctggagcggctgcccgccccggacctgttcatc
gacatctgcccgccgagcctgcgccccgcgaacgccgcgcccgcccggatgatgcggcacgtcgcgacgagccgcca
gtgcccgctggagccgtggatgtacacccgcgacacccgccagcgcgtgctcgtgacctccggcagccgggtggcgaa
ggagtcgtacgaccggaacttcgacttcctgcgcggcctggccaaggacctcgtccgctgggacgtcgagctgatcgtcg
ccgccccggacaccgtcgccgaggccctccgcgccgaggtgccgcaggcgcgggtgggctggacgcccctggacgtc
gtggcgcccacctgcgacctcctcgtccaccacgcgggcggcgtctcgacgctcaccggcctctcggcgggggagccgc
agctcctcatccccaagggctccgtcctggaggcgccggcgcgccgcgtcgccgactacggcgcggccatcgccctcct
gccgggggaggactcgaccgaggcgatcgcggactcctgccaggagctgcacgccaaggacacctacgcccggcgcg
cccaggacctcagccgggagatctccggcatgcccctcccggcgaccgtcgtgacggcgctggagcagctcgcgcacc
accaccaccaccactga 

Optimized 
UrdGT2 
amino acid 
sequence 
with His-6 
tag 

VFALAPLATAARNAGHQVVMAANQDMGPVVTGVGLPAVATTDLPIRHFITTD
REGRPEAIPSDPVAQARFTGRWFARMAASSLPRMLDFSRAWRPDLIVGGTMS
YVAPLLALHLGVPHARQTWDAVDADGIHPGADAELRPELSELGLERLPAPDLF
IDICPPSLRPANAAPARMMRHVATSRQCPLEPWMYTRDTRQRVLVTSGSRVA
KESYDRNFDFLRGLAKDLVRWDVELIVAAPDTVAEALRAEVPQARVGWTPL
DVVAPTCDLLVHHAGGVSTLTGLSAGEPQLLIPKGSVLEAPARRVADYGAAIA
LLPGEDSTEAIADSCQELHAKDTYARRAQDLSREISGMPLPATVVTALEQLAH
HHHHH* 
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8.2 Control Production Analysis 

 

 
Figure S56. HPLC traces of JdG control productions from S. venezuelae (A) wild-type, 
(B) SV_D52, (C) SV_WT5, and (D) SV_WTUrd. 

 

Figure S57. HPLC traces of JdDS control productions from S. venezuelae (A) wild-type, 
(B) ΔjadS, (C) SV_WT5, and (D) SV_D52. 
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Figure S64. NMR spectra of RFM productions with 5F-W supplementation (19F: 470 
MHz) (baseline intensity increased). 


