





Figure S55. High resolution mass spectrum of 7. [M-H]  636.2468 found, 636.2450
calculated.
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APPENDIX II: SUPPLEMENTARY INFORMATION FOR CHAPTER 3

8.1

UrdGT2 Gene and Protein Sequences

Native
urdGT2
nucleotide
sequence

gtgttcgegetggececgetggecaccgecgeccgeaacgecggecaccaggtegtecatggeggecaaccaggacatg

ggaccggtegttaccggagtgggectgecggeggtecgegaccaccgacctgecgateecgecacttcatcaccacggace

gggagggccgtccecgaggcecatcecttccgatecegtggeacaggceacgtttcaccggecgetggttcgeccgeatggec
gecteccagectgecgegeatgetggacttcageegtgectggegteccgaccteategtcggeggeacgatgagetacgte
gegcececctgetegecctgeatctgggegtgecgeacgeccgecagacatgggatgetgtcgatgeecgacggceatceacce
cggtgccgatgecgaacttcggeccgagetgagtgaactgggtctggaacggetgcccgecccggatetgttcatcgacat
ctgeccgecgagectgegeeccgegaacgecgegeccgeccggatgatgeggeacgtegegacgagecgacagtgee

cgctggaaccgtggatgtacacccgegacaccegtcagegtgttetcgtaacctceggeageagggtegegaaggagag

ctacgacaggaacttcgacttcctgegeggcectggccaaggatetcgteccgetgggatgtecgagcetcategtegecgeecct
gacaccgtcgecgaggeccteccgegecgaggtgecgeaggeacgggteggctggacaccectggatgtegtggcgece
acctgcgacctgcetggtccaccatgegggeggtgtcageacactgaccggectgagegegggtgagecgeaactgceteat
ccccaagggceteegtectggaggcgecggetecgecgegtegecgactacggageggecategecetgetgecgggtea

ggactcgaccgaggegatcgeggactectgecaggagetgeacgecaaggacacctatgeecggegageccaggacct
ctccegggagatctccggaatgeccectgeccgegaccgtegtcacagegetcgaacagetggegtga

Native
UrdGT2
amino acid
sequence

VFALAPLATAARNAGHQVVMAANQDMGPVVTGVGLPAVATTDLPIRHFITTD
REGRPEAIPSDPVAQARFTGRWFARMAASSLPRMLDFSRAWRPDLIVGGTMS
YVAPLLALHLGVPHARQTWDAVDADGIHPGADAELRPELSELGLERLPAPDLF
IDICPPSLRPANAAPARMMRHVATSRQCPLEPWMYTRDTRQRVLVTSGSRVA
KESYDRNFDFLRGLAKDLVRWDVELIVAAPDTVAEALRAEVPQARVGWTPL
DVVAPTCDLLVHHAGGVSTLTGLSAGEPQLLIPKGSVLEAPARRVADYGAAIA
LLPGEDSTEAIADSCQELHAKDTYARRAQDLSREISGMPLPATVVTALEQLA*

Optimized
urdGT2
nucleotide
sequence
with His-6
tag

gtcttcgeectegececgetecgecaccgecgeccgeaacgecggtcaccaggtegtecatggeggecaaccaggacatgg
ggecggtegtcaccggggteggtctecececggeggtecgegaccaccgaccteecgatecgecacttcatcaccacggaceg
ggagggccggeccgaggecatecegteccgacceegtggeccaggeccggttcaccggtegetggttcgeccgeatgge
cgcctecteccteceecgegeatgetggacttcageecgggectggeggeccgacctecategtcggeggeacgatgtectacgt
cgcgeccctgetegecctgeacctgggegtgecgeacgeecgecagacgtgggacgecgtggacgecgacggeateca
cceeggegecgacgecgaactceggeccgagetgteggaactgggectggageggetgeecgecccggacctgttcate
gacatctgeccgecgagectgegecccgegaacgecgegeccgeccggatgatgeggeacgtegegacgagecgeca
gtgcecgetggagecgtggatgtacacccgegacacccgecagegegtgetegtgacetceggeageegggtggcgaa
ggagtcgtacgaccggaacttcgacttcctgegeggectggecaaggacctegtecegetgggacgtegagetgategteg
ccgececggacaccgtegecgaggeccteccgegecgaggtgecgeaggegegggtgggctggacgecectggacgte
gtggegeccacctgegaccteetegteccaccacgegggeggegtctegacgetcaccggecteteggegggggagecge
agctcctcatccccaagggctecgtectggaggegecggegegecgegtegecgactacggegeggecatcgecctect
geegggggaggactcgaccgaggegatcgeggactectgeccaggagetgeacgecaaggacacctacgeeeggegeg
cccaggacctcagecgggagatctccggeatgececcteeeggegaccgtegtgacggegetggageagetegegeace
accaccaccaccactga

Optimized
UrdGT2
amino acid
sequence
with His-6
tag

VFALAPLATAARNAGHQVVMAANQDMGPVVTGVGLPAVATTDLPIRHFITTD
REGRPEAIPSDPVAQARFTGRWFARMAASSLPRMLDFSRAWRPDLIVGGTMS
YVAPLLALHLGVPHARQTWDAVDADGIHPGADAELRPELSELGLERLPAPDLF
IDICPPSLRPANAAPARMMRHVATSRQCPLEPWMYTRDTRQRVLVTSGSRVA
KESYDRNFDFLRGLAKDLVRWDVELIVAAPDTVAEALRAEVPQARVGWTPL
DVVAPTCDLLVHHAGGVSTLTGLSAGEPQLLIPKGSVLEAPARRVADYGAAIA
LLPGEDSTEAIADSCQELHAKDTYARRAQDLSREISGMPLPATVVTALEQLAH
HHHHH*

160




8.2 Control Production Analysis

L]
[e]
Norm. 2 Norm. b
w0 Wild-type I SV_D52 & o Chloramphenicol
f
70 | 80 e Jadomycin G
|
|
607 I o Jadomycin G aglycone
| N
50 | 60 a
Il ~
K- x
30 g ™ g I
S g 73 w 2 llz
20 ' & 2 20 |8 At
? < 32
104 R ¥ e 2 y
Y, " N
0 = ¥ 0 "l - —
3 H & s 10 12 14 min 2 : 3 8 10 12 14 min
C . D .
Norm. { & Norm. E .
SV_WT5 tf 50 SV_WTUrd { g
g
50 | | -
‘ 404
404
. 304 ol
o g 3
30-] If g 2 flo
b
Y 2 | 3
|8 | o
20 5 |
g‘?o i 8] g
f g2 Nile _ 107 “l; 4, H
107 iy FAENLEE g ) W
I R ‘ il A -
J e
Vv e o] J
R 1 e ~ iy
T T r r y y - ; ; : T |
12 14 min 2 4 10 12 14 min

Figure S56. HPLC traces of JdG control productions from S. venezuelae (A) wild-type,
(B) SV_D52, (C) SV_WTS5, and (D) SV_WTUrd.
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Figure S57. HPLC traces of JdDS control productions from S. venezuelae (A) wild-type,
(B) Ajads, (C) SV_WTS5, and (D) SV_D52.
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Figure S64. NMR spectra of RFM productions with SF-W supplementation (°F: 470
MHz) (baseline intensity increased).
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