
>pentatricopeptide repeat protein Contig3088 (and 1348) (uncertain of completeness... GenScan 
inference) , 667 aa, C3D !
MWRAGGQGPRLACRSHHGGGGGGARLMCGDVLPAEHRRRGSGGALLRFAA!
TSTRTTPATATATLRRGQWAASLVVRRAITGRPGAAGVLAEDMEGAVGAV!
GRLLASPHARDQEAGRTLATDLLARQPLPPGGGAPSALLASARCSPSVLQ!
AIATNSPAEVRTPQPPLLLPFFFPPRSYARRRRRRDSCCRCRCRLGRGTT!
PDSATYALGIEVRAPVPWPRHRARLPHHHHHHHHAGAVQLDGKLLASMLT!
ALAHKEAYDDALRLRRQLQTAHPHLASPPHAQDVQRGLISASAVKGDLRT!
CLEAAHELQRLMRAPPDLNTLTTILQCYSRSSLFEQEHSMLLRYLASLRS!
LDPAHQKEKEAHGQLRASGTEASPPTTITTGGGGGGGRAEGASWQDVVHR!
ALARGPASKAGAPSSSDPGDGALHLLEEILRSEGSFLGEQLTLRQFNPAI!
YALVRTAHTTRDTTRRATPHDARMAHTHGAPQEEKSDGAPRLGQVDRALT!
LVEDIQTHGLQPDIATHNTILKGFALRGDAVGAVRYYNAMLRKARTFLSL!
LSKSLLYARYTRHTTHDTHLYLLSISIFPYSCGKPRGAAFPLGHRIPPSP!
LACTWTAAAAAAAGQSEVVAREVGSLQPAALVTAQLYNFDESNVLRAASP!
GHIQDAYSQLLLEMQAH!
>pentatricopetide domain protein Contig19095 (and 454) (likely complete), 455 aa, D6D !
MQRSMSLGSRMWGSQCSAASSPVAFAMRNHLQRTVVRSPAAAPWGRGSSC!
LELASSSSSSSSSSGLRSSGSHRRGYATEAARDLVRREVELLEDAYRAGV!
PVGRKRVVQAVQLCARTRDTELVKKMADLGVRLLPRDRVVRNSIVGAHAN!
VSGGTRVGEAMEAMEAVGLAGVKPNRVTWNTLVASYAKAGQRGQALTALD!
RMQEAGVLPDRVTFNTLIKAHVAVGDIEDALATFELMKARRIAPNERTYA!
TLIDGHLKQGHNDRATQLLQEMEGRRIQPNRVTYTAIIEGMCRNGLGQQA!
LLVFNEMVDRHGIAPDVLTYTSLLKGTERQPERAWTLYQDMLTRGVIPDA!
VFYRDLIRTQRQSADDATLNQLVDKAIEVGARMAPTMNAAGCQRLLRVLS!
ERPASALHAWRAMLQAKLPLDREVFEVASQIIGQTGDSQARAELQATARD!
YFKEE!
>pentatricopeptide repeat protein Contig12805 (complete), 441 aa, B51 !
MSRFSAFGRRAPVQLLPSAMRINGNSFWLAGRPKHEALPLESATYTALID!
VFARAKRLDKAHSLLRDMEAKGVSPSLAACIGVVRAANRPDSVGVADAVY!
DKLVDEGATLDAEFYDAYISSLVGARKFRRAHQIYFHMSKRQKLPATATT!
YKNLITIYGESKRWDLVQDVLRKMASRNVLTEAVHYSAAVLAVAKAEGID!
EAFAWVERLGAEREKYPAPNEKVYNSLIEACCLDADTLDRSWRALRNMKK!
AGVRPSTRTYNAILAGHSKFGRSGEISTVLEEMTKDEVPKDSYTYSLLVR!
AYASAADMRKAFDLYSDYKAAGFPPRHDLCNHLLNGLRQQVAAHTSHGEQ!
GADSACQEGVSEALAHADALFDEMVQADMQINAFSFFNLIQANHLARNNG!
KALELYDEMKRRGVQLNARLVHLMGAVIATETDRLVLNGQF!
>pentatricopeptide repeat protein Contig14408 (and 4431) (likely complete), 397 aa, 4F1 !
MRRSSELSRTLWQRGPRVLPCATSFSSRATHTPALLFPSSAPRPATGVSL!
LRRMLATSAQPSAASAKSIPASTMTDEDDDVEDFAKLSQRSLFENRLQTL!
EANSNEVAPRQLATLLRAMVLGKREKLKEFQPRVLALHKRVRGGTKLDGT!
AVLAALSYIGNLEATYAEYERLRAENIKSFELNYGYLIEVSSSQGNLKQA!
FSVVDLMRRDRDLLVESRPSTFVFNRLIIACGRNQSLGRAYRAFELMHEE!
GLRPTPTTFAAYIDACARTGDLQSGLKVLSQMKRILRLSPEKYQLDASYY!
TGLIPACHQPQDFDRIVAEMIREDIAPAEETLAALIKDCATNGGLSRALG!
MFKELRLFQEVTQQQQSQKKDHKQARAELAEERRKVVHKPSLGSIFF!
>pentatricopeptide repeat protein E9BS9UA01EGS4T (and 9824) (uncertain of completeness), 491 
aa, 1BE8 !
MIWEIIHACRRAGEPRRALELFVNSAKYRVWPLARQFNRLMADFMAAGDH!
EGAVLTYGALRKRQVVPNAQTFGLLVRAHAAQGNADQALAAADEAKRALQ!
TETLPGPVADALMGVHWKAQNFEGLRSLVEQTSDTTRSLDGALYASLAHL!
QANNVSAAADLVRQAVTATPATTEQFEKWANTLAEEATSANLAQPAAGLL!
RALTGVAPADAALEELAAQLDAEAASAAAAARRAGNHRASRRQRTCRCRG!
RCWARDQIELLHLRSSSSSSGSYHFEVTDKCLDAGEATVGDLKALLQSSP!
DYGGPYRRFSFVTSALESAADDAPLALFDLAQGVDIEAFTSPSPHDPEQQ!
KRQKHQQHLQYQYYRRQRQQEALEVIASAVGDHGRLHPDYEAPAPGDFSP!
EQRRHSTPDGDDGDDGAAAAADEHDTAGGGAEGEKKKKPKGMLRLFRRNS!
DMGPRSWVRGWSSSSSSSSSSSSSSSSSSSSTSSTQPSKHG!
>pentatricopeptide repeat protein Contig22061 (and 22096, 26926, 2336, 26990) (uncertain of 
completeness ... largely from PGP), 864 aa, 2581 !



MRSARLSQPSVPLCWRGHSFVSRSNSLLVHYRQPLFTAPLPPLVSSARPG!
LHVGLPVVRRFATRPAKSHPNHGAVKPPSETSGARVSLPTKENEQMVKKL!
TNLLRNKNPVTARQFVGFLRKTSDQREPTILSDKVVSLLPQLTFEDERTR!
AKERYEQQAKELKKDSRQGSNAAAKKPAVPKRKESAEEREYKARELLIKE!
DEDERRKFTIILASLGKMRKIEGMLYVYNMLKSRERQEDERIRQALDEAA!
SRKEKAPVMEDSRWKVDVYMYNLVLDALAKAGYLGKMEEILQDMAQSRVD!
KDRVTYSVLYGAYSSRGDDTRADQVWQEMKDRGVEMDLAGYNGLMNTFAR!
RDDVDRVLETYKQMQTAGIQPDQGTFSILLECCARDALEFRTRTSAAAAA!
ATETEKAGDEEGEAVKTGEEEDDDGLYAMDEKERVRILQSKRRRMEAVMR!
AMKKAKVRLDNILVNSIIRCYASLGEVEEMFSVVRFLVEEENIKLAEDNY!
SLMVYCAGREKAIDVGRLTKVLEEMKWSNVQPTAKTINAAIHSFAFAGPQ!
QLEAFILPPSAPTTNEAGAAAGDDGKNESEAEKAKKRKADGAKEKKEEQQ!
VSLWQLIKKYGVVVTDDILFDLLKVYATNEAAPVAPAGADVVGIVEGARR!
QLDRARLAKLLHKMKEEGFGSSLTVFNSLMRFHAAYGENRVREVTVLYSQ!
MKKRQVRPNLQTYLVMVDTILSTERKVQPEQRPASSGKASGEEKEREKER!
AELSYLLFSEMQSEGVQPNLKLFNGLIELSGFEERRRRASVVDSTTHNVD!
GDRSAALGEEEFRQKVLSILTEMRRLGIRPNTKTLKCISSACAVAGAGEA!
LGPAIFDELPRLFA!
>pentatricopeptide repeat protein ContigE80POFO01DIPB7 (and 489, 7768) (possibly complete ... 
largely from PGPs), 650 aa, 2203 !
MKGSATGRLRVAGAILRNRCAAAGATMPADRPAALLLSPLHPTVRGHAAF!
FPRSSSSLIFPSRHNILRCRAMATTATTTTHPAAEREAKAEGGGAKLPST!
TASTRIVPALELNLRALEDRLSRREPLDVKSVTAFFRSCGRQPDHYALAQ!
RALALLGGVRWTTGTDLNLLMRAISLLPAHPDAVPAGYVLLEAAERKGVV!
PSVHAFTSLVNVCAKSNNIPEAFHAVERMWKLKVVPDVNIFTSLIQLCTR!
CKDVNRAFEVLELMRLFDVRPDAFVYTSLINAGAKAPLPSPRAGEPERAL!
AVMEMMKTDGVKPSAITYNALISALASKENRDVEALVRLVDEMKSQGLTP!
SVVTYNTLILACRGPSAHRGGGHDDGDDREEDEAEEERRLERALGLLHDM!
KREGLTPDVITLHSLVRVAIHDDEGDAGNRTRRRRQKNAEDEDAGAGGGG!
DARRQRGEAAARQVDRALALIDRLTADFPGLTPNAHLYNGLIALCQLGGR!
ADKATALYRRMREAGLQPTIDTFRSLLSSLDHHNDDQAEAQTAAAKQAME!
LLEEMKRDGPAPTPAIYGKVIEVVVRGRGRGGWDEACGLVREMEARGLLV!
SAKVYNVLLGESVRAGDAQRAQEVLREMRRKDVPGDYKTSLLRKEAERLH!
>pentatricopeptide repeat protein Contig21159 (incomplete), 150 aa, 1AAD !
AALGTAGRVDDAERHFAQMAQLGVVPNAHCFSALIAALGTAGRVDDAERH!
FAQMAQLGVVPDTHCFNALISGFAEAGRVDEAERWFAKITTVGRLKPDLI!
SYNALIKANEVAARPERALKLLQEMAHKGVRPDVVSYNTVISSLAKARRG!
>pentatricopeptide repeat protein ContigE9BS9UA01C30F3 (and 16178, 17770) (incomplete ... 
largely from PGPs), 784 aa, 1525 !
MGLDHYHLCLRFHRRSPEHARHLLEDLLRDGVRPTAATFDMVVDIYGVGR!
PRAHWLSEAVQLFHRFIGMGVEGIANLSAFRRLIQFCHRAGDINQCGDAE!
RVKKLWTMITLAGIEPNTRLVNSFIANCNSPERALIAFNKMAEADLQPDV!
HTFAALTTTLARAGHVEDLRRVYHLMRSLGLGSPAIYTTLLWAHVGGSSA!
NVWEAGRMWSDLVGSGLPITPSALSAMAHVHCSHSGARAALDFLATVRKG!
EGEGRGMAGSQDLYEELLGASASIEEAREVLHEMRALGYAPSSTTPFRRL!
AARLPSRLPVSERTQVLDLMQESGVGGDGEVYRWLILHGHPDDGMGLLNR!
MLHEGLQPDVRVYNALLLKTDGDEPKSAASSPPSRKSMHNIWHHGGRARA!
EALFRSMREGTVSTDRTYAYNPKLNAESFMILLRKCRRHREPDMAIARLR!
HPPHRVECRHIPRESGMYGLLLASLQPSVVSPASEAEAERYREHLGRVVA!
QMEADGVPLAGPHAASALVDSFVRHRGPPAAPASQSGTGGGKGSLFAELQ!
ERLGPNSRYLKTSLMHMVEEGEVDLAAWSALVAGYVRNGRVEEALGVLYG!
MLEQHGQVPPVSLLGQVGRALEQDGRLVQPGALRPLFTGTFADIRRQVFR!
VARHRRLDRDAAFRQLAFNRFLYFHLTLLARRRRDGGPPSSPSAAARAPP!
PSFLPSLLSRIGIAGSGRGSSTATTGGGGGVERERRQERVDAQRTQLILG!
RMEDEDVYVSVPLQRLMASFISSSSPLGGPEGRF!
>pentatricopeptide repeat protein E9BS9UA01BXXPB (and 2016, 11354)  (possibly complete ... 
from PGPs), 1011 aa, 13E9 !
MSFLAQSKNGFMPRRLAGLTSTSLPSPPAPTLHLARSFRTLPASAVSSIG!
CGSATLRWLASSSSRGRAPVVTEDKGNRMVILGKGMIPLDVLSTQELRNE!
VDRLERAEHAVIQPRRYCSLLVSCTNPKLRARVLRLADKVTDVSAADSAA!



HGYALIFHTLWKSRVLQRRELDPLVATILSTMRDQEVQVNGQCLNYLLNL!
YFAYGDVAKACDLFDLLREGEGRWRAEPNVMTYTTLVRGLAGRDAGGQLD!
GSVRPDLPRALRYFEQMVKRDGVRPDRVAFTALLHVCAAEADLPRALQVW!
DEMKRAGVAPDTFAFNSLLHVCNRALDLDLALKLTDGMQSRQLEPNDVTY!
SSLIDLCCRVNDFGRAHELLNEMKERGIAPTVITFTSFISAYGQAGDVER!
CFDVLALMAQERVRPNQITLAGLVQACLNAGDFRKAVQTLGDMKRRYGLA!
PSAYVLYHLIHKAGPKAKTTDLLRLLERIEATEGVPLETRTYSELIKLCG!
TRNELELAFLIHEKAQQQQRGGNADAGQRLVDRSLFNACIQNQNPRKALE!
IVDAIMQRESLKERDVAQVDGEEVVLDEEDTRDPVNVTMFNALLRTVDTN!
TVESVIDRMKRLHVAPNMATIDLLITHYESSGRLDRMWAVLRDLQDHKVI!
EREDLIYNSFIKVFLRRDDTDKAYTVFTELLTRNTPLPPATYHLFLDTRD!
SRTAAAGNISDNGMDGVDGDEQHAALGAESEEERAVRLRRVGERAALIPS!
LVKLLYERDPSAPPTALLPFIRFCVLHYKPAELQPLVDRLERDAGRGAAL!
VERIQEAYIMLHEADRAIELIHTLRQRGLKVDASLYNALVRLATPESPGS!
ALRLRALMRADRIPDEDTQDPFAPLELQPQAARPRYYNRPQQQQQHQPYQ!
RRQRLAPDYRTPAAAERHDMEVEVDLLDPEGEYGQSATTTTTREAVKDAA!
AERKRRKKEKRLLNTEKADEEEGVKKEKERAKVEPIKRPKVTGDLLSLSF!
SLLGQQAKKRE!
!
>pentatricopeptide repeat protein  (from g13581.t1) (likely incomplete) , 304 aa, 25F0 !
MALTALDELKTAGLTPTAAVMNAFMAVTPQRAPKVLAMMRDHNIEPTEST!
WNQLIYSVAWRLKSESDKNESGNENETSWRGRELELLEEAFASADRLQQS!
SGSGPASVAYGYLLEACLYAAQRISARRESTTGTGVDADEDVSGGQAVLS!
ADDRAELRRVAQLADRCWRDMLAHQPTAITREACAVRMRLCLRSASRLDP!
ADAAEARAGLQGAIEAYGEMRRRGFLPSPLTYGALARTCARHGAFERVTQ!
LVEDMRAQGVQPSTATLGATAQALTSSRSAGAAAALAALRDLVLPKSTAA!
PTST!
>pentatricopeptide repeat protein (from g3902.t1) (uncertain of completeness), 533 aa, 16CE !
MKEWRVRPSAHTFSILFNAYANLAQPSPSYLPKLKQLKDQEMPKYGVVPS!
VEIYNVLLKAYLALDPEKSHQELKSVIAEMQEYRLKPDAITYTLWMATAA!
RGIANNPKATVDVAAAFEVWDEMKKNRVHPNLRGYNELLKICNEGSSEDR!
DIAFELYKEMLVEGVTPDHHTFDILLMTCWKQRKFELANELFDKAVQLNA!
DNKGKLVELDTHLCNSALRVCTRNEGKRGPGRKSGSAEANQYLLDVISKI!
TKVMFRKHLPYDEETYALLISAYTRAGAKEKATSTFADMQSKGQVRISKK!
TIGALLVTCRESNDVEEVKKVMDLAKDRRVRLTDSMVEEAKTIFIKNKRY!
QEWTRVERDLAEWLPTATADYATKGKRRASAVEGGDEDDEDDINNDIEAA!
SVSKHPKATTRRSSSAFGKPARPGPYAEGRSGSRERAREEGPRRPEGGEE!
SARQERRRRWREERSGGAGGGEKAQRRSRPGREPKDRVSAKNYYKDTRVK!
SPSATGRKSFGGAPKPHAGRRKSPPSSLARNED!
>g3824.t1 - Pentatricopeptide repeat-containing protein, putative n=2 Tax=Ricinus communis 
RepID=B9SD26_RICCO, 497 aa, 1A75 !
MPPATHPTPAALDTPRSPAPQIPVKKSKARLAPSDLTTVEKANYYMKEAL!
KDETPGEVVHLWKLMKRNNLIPNRDSYKLLVRAFAMEGQADEPLQLINEM!
DENNIQPDLDIYNGLLNCLAEAKQGSSFGIASILLYGVRHGLTPNATSQH!
LLVLAYVNAGDFRRGWRQVEVMKEKGIQPSAEVFHALLSSSMLRALPRNT!
IQVVEEMVRLGIKLRKNDVQQVLDICLRNEQLDDLQNFIKHMEASNTPIS!
EKQLTPILVFAGRRANPEFTLQLKEKYVHAGCTRHAAHTAYESLIRSQAN!
AIRFPEAFKVYVHVEQLQSSEDVEVDPDVMRTYLNLIIEACSQTQQFSKA!
FDTFAALESFGLKPDVQSFHAVLKGICSVPGHLAAVTQVYDQLAKNDLRP!
TAETFHHVISAFLVNNELQNGLELLGVARDLEVNVGYDTCAMIVRKMARV!
QHTELLERAQQAMESLGYRPDPALESYLSRPRSMPVDLDTLRQRRPY!
!
!
!
NO MASS SPEC ... ONLY BLAST!
!
>g1045.t1 - pentatricopeptide (PPR) repeat-containing protein, ---- NOT DETECTED --- 441 aa, 
11C !
MITHHSQGGGLMRGIEAKQRLEWVQRALYVRPGPLAQLISFAQRSGDPAF!
LSQSLAALPKVRMGNTIGYASLVSTLSATNNLDEMFFVYARMKEERVPLN!



IFSAGALINASLRHNKLERAFEVLHDMKLYNLRIDNGLVNSFVTYFLEKR!
DVDRLLSVLDALGDRSDLSIDRVSILDELWQRLSSPHEDSSLAYRFIERL!
SAAVPPASDGTTQSTASGQSQQLHQRQQGETKEGENEGGQGEEGDGRPQE!
SEADKWARVGAYWHGRMDQLLNQLVTRGQLARAHDLTELMVSRWRLQPHK!
RIITVFIRACITREAAINARGGVISGDDQRRPVQLLDEVGRMVEEGRLEA!
DLITFTALIDANARLRRKATALRFFELMQQRGIKADTTTYRVLLIMCSVL!
RDKKEGLRLLDQAEREGVGLEMALFTDVVRTIRALPDGATP!
>g10450.t1 - pentatricopeptide (PPR) repeat-containing protein, ---- NOT DETECTED --- 584 aa, 
1BF5 !
MSAGAVASSSSSAPASRQPAAATAAHYREVQLPDELASAVFPSSPAFMTD!
DERRAADQAERELYLDRLDRRLKGIARRREKDRRLASRLQFAGGGDAIGA!
MMAGKARSADQWAHVGLNRHWEEAEAEERMRDREREAGILAAFREEHAEA!
MKLASSSSSSASPLTAAADADDDVVPILRYWRYEEGTIGGGGGDEANDDD!
ETGGHRVHHQTDETRDEGDDDDDEEDRAQQRVEGSVGNPLLWDDDGDDGG!
GREPGLTERRRKGTKKQEEEDGPCASVDAQFLHHTKNIAAKTPGESWRAF!
LVYLASLRRLDLAFALLDDLEHHDQATPSVYLSFLSACAQVVHQEADMRA!
QEIISRMQARGLKPSASHYTALLSAATSPTRITAALQAMTDAGVEPTPVT!
YIAYFKACSRFAKVHGHGPTLHGYHQFKQRFGTSTLEKRTAMHLFGAVVT!
SLVQFISPTTEQEVMNVLRDMGKMGLKLNSHFMNSLIYMYLHNDQQEKAY!
ELLNRTKAGTDIEPNEFIYTTFLRYHHDRREYDHCKKLLARMRHDRIPPT!
HAAMSTFKLLAEQLQDPTIWAAAKELNNATKPRR!
>g10770.t1 - pentatricopeptide (PPR) repeat-containing protein, ---- NOT DETECTED --- 636 aa, 
B09 !
MTTEVSIKTNTAAPYVHDERPSTNTRRGERNPNHRRRRTTASAQHVASAS!
VSARSTDSASVEQLKETFNRLRERLSADAGGSGKQQPWLLWDVVAAIKQL!
GGAMQRLKVRSGKLGGIELDVDVFPLVWRLEIDQLHRLNGLMSALSTLPG!
AGRVMQDIIENLYAQNSPVKPDVRVYGKLIARYARSRQTEQAFAALDLMR!
AHGLHPNLRVITALLPVCTMATVEPVFDQIRRHDLRPDRVFLVGTLELYA!
RSHATDKLLELLRVMEPEFKVAPDVHIFNVALQGCVNAEDLAAGWRVREM!
MREFKVAPDRASVVQLIALCSQKQLRWDQQRQAWGRAERQRPHPYARPDP!
QQELMDRWLGDVFADMRRHRIVPDQTIFTALMGFNSPDIERAWGLFQIML!
DAGVEANEVAYNVLLKRCRDLAECDRGLALWETMRASGVPPSATTFALLL!
QLCGRMPDAVEGAARAQRVWDSMVHEHGRQPDHGHLGALLYACGRTGDVD!
AALALLDDVKLRHGVAPIEDTFTSLLDGLTAHNNNNNSNDNDDDNEVDGD!
GESEERDRQYEACLRVMRRAEAEGVTPRMQKVKYTFKMSMRRDRFDEAEW!
LLGCMRRKGLPDAAHQSFAASLASAKAAASVGLVTM!
>g11211.t1 - pentatricopeptide repeat-containing protein, putative, ---- NOT DETECTED --- 794 
aa, 1AD8 !
MPAVASILRRMQSLHDQGKDVGVALDALKEELSRAGQCHPFICSALIALL!
GKLQRTDAALDLVTRMTQQGYVPDVFVLTALVSALGRAGEVGKAQYFFNE!
IQRLGMTPTLHSYNSMIMAFARAGRIDKVRDMLEVMKHKGIEPDVRTYTE!
IINNSCKAGRVAEAYQTFIEMQDVGVQPDLKVYSALIAGFSHVGDHLKAQ!
QLKEEMEALGLEASMITYSGMLSGLARNRQLTEMERVIEAMKKRNMVPNA!
RALGDLINRMSDTMPMDQAFNMAQALVQKKVEANADVWHALLRVCAKADD!
VEKGIRILDVMRSHSPELVSASSYCVLIDTFAKAGRVSRGATLLAHMRKH!
KIKPDVSIYNVFIEGAMRETGYSKALQVFELMKAEGVRPSHTTFSILIDA!
AGHAGRPEEAEAHFAAMGTSPRPDTNNYNSLIEALARNGQLDKAERVLDS!
LLRHTHTTDNRGSTDDHVGLARPTAKSFSSLLGFCLERKDVVRARRLAEK!
MRRASVAPDAIAQRQLDQIPAEQHHHHHQHQPQRQPNTADMYRELSTILN!
WPEPHFPTGKFILIRDSLEADGAVLLPHFVFGYLKANKRALLVGLEQSFF!
HYSGVGRKLACNLKAAQTKQQFMYINALSTPYDWSAPSTSSAPAVAATPG!
LDSWSLGENEDAAFKSLYHKVKAFVESSEAMDEVCIVIDNLSVLLETCQR!
PALVLDLVHYLQAFIRRTENRASLVVLVHGDVEDDQKLVKALEHRADIIM!
SASGLPSGYSKEVNGQLLVHGNGVPQSKLMHFKSHDNTVRFMSK!
>g11333.t1 - pentatricopeptide (PPR) repeat-containing protein ---- NOT DETECTED ---!
MKQSNRIREAASIFDQHPTPFSASALISACGRRRDLKQALGVYAKFIASG!
HQPNAVLIGSLVSACRRCGEPGRALRLLDDLDRFDIAIDESSFHMLAAAS!
AEAGDAAAAKRLLVRLQEGRLPFKANSVDCGQLIKGLVTGVDPDSAGASS!
RIADALALLELMEEQAIAQNSCHFTPVLAACAATGEAAIGRQLHTRIVGS!
QSQAVVNDYTTAALISMYAKCGFVDEAAGVFADMRRLQQDGRCELRVGSW!



SAMIQALGQHGRGKEALALFDEMVTDRHATPDGVAVNTVLSACSHAGLVE!
EALRVYSGLVAGRYGAIAPDIQHQTCVVDALGRAGRLDEAEQFIDTISRP!
SEVTWRTLLGACRIHGDVARAERAVARLRKLAPRDAPTRVLMANVYAAAG!
HWEERDLERKNMDKAGVRKRPGKSWLVVDGTRHVFTVEDKRHPRIEEIRA!
ELAVLWQRMKNAGFVPNTSVVLRSMADEEAKECHLCHHSEKLAITFGLMS!
TPPGTTIRVFKNLRVCPDCHEATKFIAHLTGRDIVVRDANRFHHFHGSGQ!
HCSCGDYW!
>g11349.t1 - pentatricopeptide repeat-containing protein, putative,---- NOT DETECTED --- 558 
aa, 79D !
MLHPHAGQARPAAVLRRQRYPGLDQWAARFRKLTEREKTLPILLEMLANA!
PPGPTGAKYEMLIEQCFEEKRPDLATQLYDHLRAETTTTQAAAPVPLAVF!
DVLLQGYGRAGDRQRLAQVQRDMREVGVRPGMSTYTILIDAWGKAGDLRR!
MWQAWEDMREQGLRPNVVVYTSVIATLGKLGDVAAMERTFAEMQRSSGDG!
VEPNRTTYNAMVHSYGQQQMMDKMEALVERMRADPGLGLDNFTHSAVVAA!
WSRAGRVDKALEAFDSIAATGGQPSLHAWTAILHMLGTAGRSDEMLRTLD!
KMKRLGVKPSTAVYNTIINAFGKARNIHSMMDTFKAMRRDGVAADVKTYN!
TLIDTWAKTGKAVEAEKFYVLMKREGLQPTMYTIASLMDAYTRADQFEKV!
LRLISRMKKEGRAPDNVVFNLLIDTYGRMGKPEEAEKVLCGAMKEYGIAL!
ETNNFTSVIEAWARNGNLDKAEEWLHRMNTDYATKPDIKTLTTLLSFCIP!
AADVKRGRRVIHMIEQHKLQKDKQARETIRQFHAATKRPDQEKKNQPTSP!
STTSPDRS!
>g13583.t1 - pentatricopeptide repeat-containing protein, putative ---- NOT DETECTED --- is 
this continuous with 13581???????, 553 aa, E21 !
ESKVKRRAILASGLPFARYAEELTALEQLPSVPANSLSTIISEYAAAGKH!
EMILARLRPLVPRLRGGAGAFGLIIKALQDVRGSVEVAFAVMHQAATRPA!
RSKTDKATAPDARAYHCLIGVCARQGDYTDALRVGQLMDDNRVAFTSGTY!
DCLINACARSLTDKLDSALVGVDSVAGANNVDTGARRHPGLDAAFALLDD!
MRQQRGLEPDRRIYCSLMRVCLSYGDVARMRRTFDDMRQRAGIAPDIYAF!
NFLMQGCAVERDLGAAMRVLADMKLARVAPVTITYNMILNLCAETAAAAA!
SESADSVDSAGTQSVDSLAAAEQVLARMEQSRLAPPDQVTFNTLLKACAN!
AAASRSAAGAAAVGGFVEALDKATAYVAAMKARDIDPDVYTYNTLLQVCS!
HCPRPWKRTTVDDADTGDDAAAAEHGQAAAAARVDKVVEEVMREMNERGV!
RPDGATVTLLISHFGAREDPARAFAVLSDMKRANIKPYLPSFTALITACR!
HYSDPAMAERSTNDLNSSAATRTNCGTSAAVVGVEASSIPRSCSLCVDLK!
CSD!
>g15080.t1 - pentatricopeptide (PPR) repeat-containing protein,---- NOT DETECTED --- 323 aa, 
E0B !
NNDVDRARGVLRVMEQTISNSVDSRNSLMAARNAVNDPEGALRVLGEMGG!
SEPGNGNVWTYVEAAESYLRLGDRDRALALIDTIADQVRQEGSKPGGRPR!
RPSARESENESESEDEDDEVEEERRATTVERQGELDLWNQVLARFVQNGR!
TAECFEVWRRMREGEGLAPDNRTARQLIRACVQAKNMARAHQVATNMLKL!
HKLKLDSAGWNEIIEGYAAEGQLETMWKYVEKMYREEGTYPGATTWDVVE!
RTCKSHGVWDQWRAKVARLKQAIDSDKQKKAQERTMKRNQTKFTTRRQTT!
NKKTAVKKKAKENQKVVQDNQQK!
>g15695.t1 - pentatricopeptide (PPR) repeat-containing protein,---- NOT DETECTED --- 163 aa, 
23C5 !
MATDPVAAYHQVLRAVDHMKQAGVHPTHATFSVVIDAAGFAGLPHEAERQ!
FDAMTSLHGLHPQANNFTSLIEALARNGRLDKAEAVLDSLAARQPTSALK!
HDRLTAKSFNTLLGFCLGAGDSARGQRVAAKMHQAGVEPTEVTQARLRDL!
AKLCERRGGHTGG!
>g15807.t1 - Pentatricopeptide repeat [Medicago truncatula],---- NOT DETECTED --- 242 aa, 32B !
LVLPKALLGAGSRTLRQRGGLGPSGARRSYASTSGAAAAGRTGEEEATTT!
PTRKRSGGGGKGQREAEKVITDITPHLAELDAEKRQKGGVDPKHVAAVLR!
MVWEGREHVSEKGREGERLLRHLKWLRAGGDDGEGGVEGYTDLISALAKF!
GLVDDCFAVFDRMKGSGVQPNEWTYTALISACVPQRDRTRAMRVFEEMRE!
QREDLKPDAVTYTLLLKANEGRTVVEVKEAMQLLTKLKKSGV!
>g1661.t1 - pentatricopeptide (PPR) repeat-containing protein,---- NOT DETECTED --- 534 aa, 
DE1 !
MKQQGLEPDMSIYLALIRTCARHGDVSAALKVMAMVEADGLPYTLPLLTT!
LANVCSTQPFFAKKGFAVLNLMQQHGIAPDLAAFNALLKCCAIVDDIAGM!



QQIFQLMKEQDLSSDEFTMLSLIVGQLANDNLQAARDIVSSFRILGVTPS!
VKTYHKLFSVCKRTHDLDAALNLWDQMREEQVEPDLPIFNALMDIYAHRG!
DLEQVHQLLDAMKAQGLEPTPTEVACLLAVMYHRDGRVTEAGYQLVEDMR!
REGKVAPHLATFSPFIDILLKADKIDEAWDVRRNMMARWDIQPDKVLNRT!
FLFALAAKRDVDKIDELFRHMEAHPREFFPHCDSIVLLLEHWLARDPRSP!
RVAEVLETLQRLNVAHKLSRQVFVEPALQVIDGLIDQNSFDRARKLLRYL!
DPNKLETYTRLFATCRRPEHWPMLEEFWDMLMEPRRRIQPDGTVALAYLE!
ALCRLGRTHDAVHFLHNMVHKQSFPDLEHYNLVLRHASSNDKWNFVRKVL!
KLMRYDRVTGDNVTAAIRERLHEVDGSLEEESAE!
>g5356.t1 - pentatricopeptide repeat-containing protein, putative,---- NOT DETECTED --- 161 
aa, DF6 !
MPPHGHTPNLFVFSGLLQVLGKARQPDKALHYFAEIERSGLTPNTHCFTR!
SSAALGTAGRVDDAECHFGQMAQLGVAPNLYCFSALISGFAEAGRVDEAE!
HWFAKITTVGRLKPDLISYNALSQRGGGAAREGSQASAGDDPQGQAQTAT!
DEHRVSAFPQH!
>g5406.t1 - pentatricopeptide repeat-containing protein, putative,---- NOT DETECTED --- 659 
aa, 1E5D !
MLQRENRGRPSTERTTATTAASPQRKPSTQDVQQTAQRIKHAGAIGEVDE!
LVATIKRTHQLHPSAVSAVLPLLARTRQWETAVELVELMPRHGHGDNRGR!
RPPNTTTTGTAAASPQQRKQPSPSDVQQTVQRIKRSGAIGEVDELVATIK!
RTHQLHPSAVSAVLPLLARTRQWETAVELVELMPRHGHTPNLFVISGLLK!
VLGQARQPDKALHYFAEIERRGLTPDSHCFSALITALGGAGRADEAERYF!
ARMTQLGLAPNLHCFSALINALGNAGRVDDAERCFDAMDQLGVMEKLGVV!
PDLHCFSTLMSALTKAGKVDAAQHVFHQIASRGLKPDLVCFNALISGFAD!
AGRADEAEHWFAKITTTGRLKPDRISYSALIQANEVVARPDRALALLQEM!
THKGVRPDVVSYTTVISCLAKARGRHHMDQAQEVFNEMVKQGVRPNATTF!
GALIHGHALMGDLETARSRLKQMSTEFNLAPAAEIHNILMDAEKRVATDP!
VEAYHQVLRAVDHMKQEGVRPDHATFSIVIDAAGFAGLPHEAEHQFHAMT!
SLHGLHPNANNFTSLIEALARNGQLDKAEAVLDSLAARQATSALEHDRLT!
AKSFNTLLGFCIGAGDAARGQRVAAKMHQAGVEPDDIGQAKLRDLAKLCE!
RRAAPPTPK!
>g9903.t1 - Pentatricopeptide (PPR) repeat-containing protein-like ---- NOT DETECTED --- n=2 
Tax=Oryza sativa RepID=Q5VS02_ORYSJ, 168 aa, D77 !
MQAEGVESDPATTFTLIIDAHAASGDAERCFGAYADMRRDQVMPTVATYA!
TLLRFCEKHGNVEKACALWEDIKADQIRLPWNVICFLLRATLTNNKTDTA!
FRLAEELSQLYKPQFVYSQLLTICDQLADVWQAERVWRVMRAKKIPVYAR!
TKQLLADFGLNPDEPHHT!


